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IMGVR_UViG_2687453585_000001|2687453585|2687454385|1255156-1301180 12035:33748(+)
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tail fiber assembly (CDS_0020)
PD-T4-3__PD-T4-3 (CDS_0021)

Druantia_II__DruM (CDS_0022)
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TemPhD_cluster_48417 12034:33952(+)
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PD-T4-3__PD-T4-3 (CDS_0021)

Druantia_II__DruM (CDS_0022)

restriction endonuclease II (CDS_0023)
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29
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

TemPhD_cluster_35653_ 12032:33038(+)
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integrase (CDS_0026)
excisionase (CDS_0027)
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29 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

IMGVR_UViG_2925891887_000005|2925891887|2925891887|2933774-2984037 12035:39102(+)
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Druantia_II__DruM (CDS_0022)

restriction endonuclease II (CDS_0023)
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deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)

TemPhD_cluster_48272 12035:35133(+)

tail fiber protein (CDS_0019)

tail fiber assembly (CDS_0020)
PD-T4-3__PD-T4-3 (CDS_0021)

Druantia_II__DruM (CDS_0022)

restriction endonuclease II (CDS_0023)
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excisionase (CDS_0028)
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deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

IMGVR_UViG_2879742664_000012|2879742664|2879742664|2497879-2542581 12034:33400(+)
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dCTPdeaminase__dCTPdeaminase (CDS_0024)

25
excisionase (CDS_0026)

27 28 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0029)

IMGVR_UViG_2681813145_000013|2681813145|2681858325|2998-45795 12034:32904(+)

tail fiber protein (CDS_0019) 20 21 22
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excisionase (CDS_0025)

26 27 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

IMGVR_UViG_2721755570_000009|2721755570|2721801067|3863491-3907674 12033:32831(+)

tail fiber protein (CDS_0020) 21 22 23

dCTPdeaminase__dCTPdeaminase (CDS_0024)

25
excisionase (CDS_0026)

27 28 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0029)

IMGVR_UViG_2718218126_000005|2718218126|2718228636|4090652-4134537 12035:33325(+)

tail protein (CDS_0019) 20 21

Retron_XI__RT_11 (CDS_0022)
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AbiU__AbiU (CDS_0024)

25 26 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0027)

TemPhD_cluster_48650_ 12034:32702(+)

tail fiber protein (CDS_0019)

tail fiber assembly (CDS_0020)
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Retron_XI__RT_11 (CDS_0022)

RecA filament binding protein DinI (CDS_0023)

24 25
excisionase (CDS_0026)

27 28 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0029)

IMGVR_UViG_2872152978_000005|2872152978|2872152978|2656629-2700397 12034:32559(+)

tail fiber protein (CDS_0019) 20 21
Retron_XI__RT_11 (CDS_0022)

23 24

excisionase (CDS_0025)

26 27 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

IMGVR_UViG_2859799533_000010|2859799533|2859799533|3049936-3096093 8969:32191(+)
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17
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tail fiber protein (CDS_0020)
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Retron_XI__RT_11 (CDS_0023)

24 25
excisionase (CDS_0026)

27 28

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0029)

TemPhD_cluster_29254 12034:33465(+)
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24 25
excisionase (CDS_0026)

27 28 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0029)

IMGVR_UViG_2851949629_000004|2851949629|2851949629|1019764-1064211 12025:33752(+)
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transposase (CDS_0025)
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deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

uvig_209966 12025:32753(+)

tail fiber protein (CDS_0019) 20 21
acetyltransferase (CDS_0022)

HAD-superfamily hydrolase (CDS_0023)

24 25 26 27 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

uvig_429041 12035:32099(+)

tail fiber protein (CDS_0019)
tail fiber assembly (CDS_0020)
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23 24
excisionase (CDS_0025)
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phosphoadenosine phosphosulfate reductase (CDS_0027)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

IMGVR_UViG_2695420482_000010|2695420482|2695437071|264106-307980 12034:32665(+)

tail fiber protein (CDS_0019) 20 21 22 23
excisionase (CDS_0024)
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phosphoadenosine phosphosulfate reductase (CDS_0026)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0027)

IMGVR_UViG_643348547_000013|643348547|643348627|5051706-5098660 12034:31542(+)

tail protein (CDS_0019)2021 22 23 24
excisionase (CDS_0025)

26

phosphoadenosine phosphosulfate reductase (CDS_0027)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

IMGVR_UViG_646862326_000012|646862326|646862403|5031811-5075314 12046:33143(+)

tail protein (CDS_0019)20
tail fiber protein (CDS_0021)

22 23

AbiA_small__AbiA_SLATT (CDS_0024)

25 26
excisionase (CDS_0027)
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phosphoadenosine phosphosulfate reductase (CDS_0029)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)
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tail fiber protein (CDS_0019)

CBASS__Cyclase_II (CDS_0020)
CBASS__2TM_Gros (CDS_0021)
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23 24 25 26 27 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

Ma_2019_SRR413758_NODE_727_length_30602_cov_2.231807 8681:20027(+)
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CDS_0015

integrase (CDS_0017)
CDS_0018

CDS_0019

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0020)

CDS_0023

TemPhD_cluster_48678_ 12034:33524(+)

tail fiber protein (CDS_0019)

tail fiber assembly (CDS_0020)
Reverse transcriptase (CDS_0021)
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25 26 27
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30 31 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)

TemPhD_cluster_41092 12046:32935(+)
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RecA filament binding protein DinI (CDS_0022)

23 24 25
26
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TemPhD_cluster_27215 12034:32287(+)
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TemPhD_cluster_35751_ 12024:32652(+)

tail fiber protein (CDS_0019)

tail fiber assembly (CDS_0020)
Reverse transcriptase (CDS_0021)

AbiA_small__AbiA_SLATT (CDS_0022)
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TemPhD_cluster_48651_ 12035:32177(+)

tail fiber protein (CDS_0019)

tail fiber assembly (CDS_0020)
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IMGVR_UViG_2718218398_000012|2718218398|2718229158|4853115-4895472 12034:31823(+)

tail fiber protein (CDS_0019) 20 21

AbiA_small__AbiA_SLATT (CDS_0022)
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24 25 26 27
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IMGVR_UViG_2660238524_000002|2660238524|2660317860|50462-92250 12034:31254(+)

tail fiber protein (CDS_0019) 20 21

AbiA_small__AbiA_SLATT (CDS_0022)
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24 25 26

27
excisionase (CDS_0028)
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IMGVR_UViG_2687453454_000004|2687453454|2687454096|4335662-4382066 12041:35792(+)

17 tail fiber protein (CDS_0020) 21

AbiA_small__AbiA_SLATT (CDS_0022)
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excisionase (CDS_0032)
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IMGVR_UViG_2681813161_000007|2681813161|2681859634|2644245-2690180 8970:34726(+)

tail fiber protein (CDS_0017)
tail fiber protein (CDS_0019)

20 21

AbiA_small__AbiA_SLATT (CDS_0022)
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24 25 26 27 28 29 30
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IMGVR_UViG_2711768033_000008|2711768033|2711776563|88008-133546 8970:34329(+)

tail fiber protein (CDS_0019) 20 21

AbiA_small__AbiA_SLATT (CDS_0022)
23

24 25 26 2728 29 30
31

excisionase (CDS_0032)
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IMGVR_UViG_2563366862_000002|2563366862|2563394074|53539-95563 12035:30815(+)

tail protein (CDS_0019)20 21

tail fiber protein (CDS_0022)
23

24 25 26 27
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excisionase (CDS_0029)
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IMGVR_UViG_2711768006_000018|2711768006|2711769976|10032-52010 35894:41868(-)
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excisionase (CDS_0049)
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TemPhD_cluster_48726_ 12046:32494(+)

tail fiber protein (CDS_0019)
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RecA filament binding protein DinI (CDS_0021)

22 23 24
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31 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)
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