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IMGVR_UViG_2585427971_000005|2585427971|2585483129|661785-707119 36037:44026(+)
CDS_0044

IMGVR_UViG_2880384115_000008|2880384115/2880384115|5067122-5111625 36340:43198(+)

CDS_0045 CDS_0046 transposase (CDS_0047)

IMGVR _UViG_2687453585_000001|2687453585|2687454385[1255156-1301180 36766:44716(+)
anti-termination protein Q-like (CDS_0044)
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TemPhD_cluster_48031 37950:45321(+)
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Ma_2019_SRR413758_NODE_727_length_30602_cov_2.231807 22395:29293(+)
CDS_0047 CDS_0049%transposase (CDS_0050) CDS_0055

IMGVR_UViG_643348547_000013|643348547|643348627|5051706-5098660 36791:45384(+)

transposase (CDS_0049) DNA methyltransferase (CDS_0050) terminase small subunit (CDS_0055)
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IMGVR _UViG_2703718845_000006|2703718845|2703743555|52222-97976 35058:44446(+)
anti-termination protein Q-like (CDS_0045) CDS_0046 CDS_0047 CDS_0048

IMGVR_UViG_2925897562_000003|2925897562|2925897562|1239231-1285523 35976:44984(+)

CDS_0049 CDS_0050 CDS_0055

TemPhD_cluster_48651_ 35927:44364(+)
DNA methyltransferase (CDS_0047)

TemPhD_cluster_10508 37462:44916(+)

Rha-like transcriptional regulator (CDS_0052)
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MGV-GENOME-0277553 36517:41739(+)

CDS_0045
CDS_0044
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MGV-GENOME-0214388 26221:30546(+)
CDS_0050

IMGVR_UViG_2737471863_000003|2737471863|2737501933|246908-290398 39511:43489(+)
CDS_0051

IMGVR_UViG_2721755570_000009|2721755570|2721801067|3863491-3907674 40083:44182(+)
CDS_0057 CDS_0058

|MG\/R,UViG,2654587736,0000TB|2654587736\ 2654604027|4640858-4683210 37239:42351(+)
CDS_0054 CDS_0057 CDS_0058

IMGVR_UViG_2740892046_000014|2740892046|2740906494|125501-170094 38919:44592(+)
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