
MGV-GENOME-0236417 19933:34598(+)
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ParB-like partition nuclease (CDS_0037)
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MGV-GENOME-0243770 20834:35763(+)
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ParB-like partition nuclease (CDS_0045)
queuine tRNA-ribosyltransferase (CDS_0046)
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MGV-GENOME-0228812 19933:33078(+)
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ParB-like partition nuclease (CDS_0041)
queuine tRNA-ribosyltransferase (CDS_0042)
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MGV-GENOME-0238620 20834:35017(+)
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Lar anti-RM (APIS033) (CDS_0038)
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queuine tRNA-ribosyltransferase (CDS_0043)
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MGV-GENOME-0230638 20906:33440(+)
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ParB-like partition nuclease (CDS_0040)
queuine tRNA-ribosyltransferase (CDS_0041)
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ParB-like partition nuclease (CDS_0039)
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MGV-GENOME-0232459 20834:33802(+)
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ParB-like partition nuclease (CDS_0041)
queuine tRNA-ribosyltransferase (CDS_0042)
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MGV-GENOME-0290621 20834:44418(+)
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peptidase (CDS_0037)
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ParB-like partition nuclease (CDS_0060)
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MGV-GENOME-0266285 20834:39561(+)
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MGV-GENOME-0268471 19933:39988(+)
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queuine tRNA-ribosyltransferase (CDS_0052)
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MGV-GENOME-0268283 19933:39952(+)
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MGV-GENOME-0257157 20834:37955(+)
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MGV-GENOME-0272591 20834:37699(+)
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39 40 41

transposase (CDS_0042)
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MGV-GENOME-0270392 20968:40346(+)
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ParB-like partition nuclease (CDS_0052)

queuine tRNA-ribosyltransferase (CDS_0053)
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MGV-GENOME-0268188 20902:39935(+)
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queuine tRNA-ribosyltransferase (CDS_0057)
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MGV-GENOME-0290682 20834:44433(+)
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MGV-GENOME-0305725 20834:41860(+)
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queuine tRNA-ribosyltransferase (CDS_0046)

47

MGV-GENOME-0264527 24491:39244(+)
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