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queuine tRNA-ribosyltransferase (CDS_0046)
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MGV-GENOME-0228812 19933:33078(+)
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ParB-like partition nuclease (CDS_0041)
queuine tRNA-ribosyltransferase (CDS_0042)
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MGV-GENOME-0238620 20834:35017(+)
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queuine tRNA-ribosyltransferase (CDS_0042)
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MGV-GENOME-0266285 20834:39561(+)
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MGV-GENOME-0268471 19933:39988(+)
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MGV-GENOME-0268283 19933:39952(+)
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32 33 34

RT_III-AM_III-B_2 (CDS_0035)

36
37

peptidase (CDS_0038)

39 40 41 42 43 44 45 46 47
48

49 50

ParB-like partition nuclease (CDS_0051)
queuine tRNA-ribosyltransferase (CDS_0052)
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MGV-GENOME-0272591 20834:37699(+)
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34 35 36
peptidase (CDS_0037)

38 39 40

transposase (CDS_0041)

42

MGV-GENOME-0237158 20867:34742(+)

34 35 36
peptidase (CDS_0037)

38 39 40

transposase (CDS_0041)
42

43
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MGV-GENOME-0290682 20834:44433(+)
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queuine tRNA-ribosyltransferase (CDS_0046)

47
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