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MGV-GENOME-0357838 51089:73283(+)
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IMGVR_UViG_3300029365_000002|3300029365/Ga0243866_1000228 74403:93817(+)
91 92 93 94 95 96 97 98 99100

IMGVR_UViG_3300045988_159184|3300045988|Ga0495776_074292 69879:93486(+)
38 37 36 35 34 33 32 31 3029 23

MGV-GENOME-0368616 13968:37065(-)
95 96 97 98 99 100 101 102 103104 108 109

IMGVR_UViG_3300045988_158849|3300045988|Ga0495776_130033 70154:90802(+)
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MGV-GENOME-0368325 70111:91174(+)
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IMGVR_UViG_3300014928_000001|3300014928|Ga0134568_100003 70056:92292(+)

9000 nt 1

DNA, RNA and nucleotide metabolism integration and excision tail unknown function Virulence
I



