2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

MGV-GENOME-0368616 693:12994(+)
111 110 109 108 107

IMGVR_UViG_3300029550_000001|3300029550|Ga0245019_100063 85978:97943(-)

CDS_0119
CDS_0120 CDS_0118CDS_0117

IMGVR_UViG_3300045988_159184|3300045988|Ga0495776 074292 94460:105490(-)
113 112 107 106 105 104 103 102

MGV-GENOME-0360539 78858:91160(-)
1 127 120 119 118 117 116115 113

IMGVR_UViG_3300045988_160346|3300045988|Ga0495776_017787 1:873(-), 92985:105362(-)

113
128 124 123 121 120 119 118 117 116115 T112

IMGVR_UViG_3300029796_000001|3300029796|Ga0243875_1000130 1:873(-), 93786:106597(-)
121 120 119 118 117 116115

IMGVR_UViG_3300029365_000002|3300029365|Ga0243866_1000228 93911:105784(-)
120 119 118 117 116 115114

MGV-GENOME-0369611 94232:106105(-)
116 115 110 109 108 107 106 105 104

MGV-GENOME-0361365 80491:92364(-)
109 108 107 106 105 104 102

MGV-GENOME-0363141 83893:95283(-)
135 129 128 127 126 125 123

MGV-GENOME-0368325 1:936(-), 92478:103202(-)
128 127 126 125 124

IMGVR_UViG_3300014928_000001|3300014928|Ga0134568_100003 92385:101292(-)

CDS_0124 CDS_0122
CDS.0123  CDS.0121 CDS_0119 CDS_0118

?%

IMGVR_UViG_3300045988_158849|3300045988|Ga0495776_130033 92119:103649(-)

CDS 0099 CDS 0097
| cps_oo98 CDS_0096

MGV-GENOME-0357838 74968:86507(-)

CDS.0109 CDS_0107
CDS0108  CDS.0106 CDS_0104 €DS.0100

?%

MGV-GENOME-0360942 80201:91821(-)
120 119 118 117 116 115

IMGVR_UViG_3300045988_158510|3300045988|Ga0495776_074188 93163:104704(-)
114 113 112 111 110 109 104 103

MGV-GENOME-0367644 89533:101122(-)
123 122 121 120 119 118 117

MGV-GENOME-0368473 91985:102953(-)
2 121 117 116 115 114 113 112 111 110

MGV-GENOME-0368768 1:1320(), 92421:104393(-)
109 108 107 106 105 104

MGV-GENOME-0360241 79272:90669(-)
126 125 124 123 122 121 120 119 115

MGV-GENOME-0369649 95313:106454(-)

113
117 116 115 114 | 112

MGV-GENOME-0361276 82664:92412(-)

5000 nt 1

unknown function



