CDS_0048
CDS_0042 CDS_0045 CDS_0047 replication initiation protein (CDS_0053)
T CDS_0043 CDS_0044 CDS_0046 CDS_0049 CDS_0050 CDS_0051 CDS_0052 DnaC-like helicase loader (CDS_0054)

W ) 0 o o ! A a )

MGV-GENOME-0300071 29334:36725(+)

CDS 0048
CDS.0047 | CDS 0049
[ ) O D D I y 1 H a )
uvig 338294 29351:36587(+)
CDS_0040
D ) y ) ) b ) . H
MGV-GENOME-0276117 24897:31842(+)
CDS 0051
CDS 0052

D ) 0 oA ! o 4 )

IMGVR_UViG_3300045988_051179|3300045988|Ga0495776_030057 31370:38317(+)

CDS 0051
CDS 0052
[ ) O L A b 1 s A )
MGV-GENOME-0303153 31370:38317(+)
CDS 0054
CDS 0050 CDS 0051 CDS 0055
L | VD A L oA b ) . b )
MGV-GENOME-0309614 31377:40041(+)
CDS 0036
CDS_0034 CDS 0037
D ) ) L L A A ) . H )
Uvig 263684 22108:30664(+)
CDS 0053
CDS 0054
D ) ) LA Lo+ b ) . H )

SAMNO6164614 _al_ct1702 31183:39850(+)

methyltransferase (CDS_0049)

[ ) ) O ) A b ) s a )

MGV-GENOME-0301732 29494:38143(+)

CDS_0038
Tendolysin (CDS_0039) CDS_0040 CDS_0041 CDS_0045
O [ O ) A L ) N ) )
MGV-GENOME-0292995 25584:33815(+)
CDS_0041 DNA binding protein (CDS_0043) CDS_0046 CDS_0049
transposase (CDS_0042) CDS_0044 CDS_0045 CDS_0047 CDS_0050
) ) OE{T D ) N )

IMGVR_UViG_3300045988_039034|3300045988|Ga0495776_097009 28041:36235(+)

t 3000 nt {

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function



