Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0049) site-specific recombination directionality factor RDF (CDS_0060)
48 DNA polymerase (CDS_0050) 51 52 53 54 55 56 57 58 59 61 62 63

{ A 0 ) ) } — DD )

MGV-GENOME-0322704 35528:44288(+)

site-specific recombination directionality factor RDF (CDS_0059)

CDS_0061
DNA methyltransferase (CDS_0053) CDS_0054 CDS_0055 CDS_0056 CDS_0060] CDS_0064
{ A o0 D A I e BN )

IMGVR_UViG_3300001528_000116|3300001528|chfelid_10000212 35429:44888(+)

DNA methyltransferase (CDS_0055)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_O (CDS_0054) CDS_0056

i 0 R e I W B D

IMGVR_UViG_3300029427_000250|3300029427|Ga0243889_1000088|66995-122339 36245:44114(+)

DNA methyltransferase (CDS_0052)
DNA methyltransferase (CDS_0051) CDS_0053

[ A OO N e I N D B

IMGVR_UViG_3300045988_055765|3300045988|Ga0495776_163035 33908:41796(+)

DNA methyltransferase (CDS_0059) CDS_0060

[ i o0 i 2 DT =

————
uvig 421912 42930:50815(+)

DNA methyltransferase (CDS_0055)
CDS_0056

[ A 0 U a a v =

IMGVR_UViG_3300029316_000316|3300029316|Ga0242768_100110[67827-122701 36442:43846(+)

DNA methyltransferase (CDS_0038)

I 0 O DD U

MGV-GENOME-0303649 28412:35839(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0073) DNA methyltransferase (CDS_0076)
DNA methyltransferase (CDS_0075)

CDS_0068 DNA methyltransferase (CD§7007‘4) CDS_0080
O A i OO ] oy I I e I B

uvig 349688 58476:66407(+)

t 3000 nt {

DNA, RNA and nucleotide metabolism integration and excision other unknown function Defence
I



