
MGV-GENOME-0313669 24090:37437(+)

31

endolysin (CDS_0032)

33 34
35

36
37

38
39

40 41 42 43 44

Retron_VI__HTH (CDS_0045)

46
47

48

49
50

51
52

53
54

55 56

MGV-GENOME-0303368 24090:35500(+)

3839 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

MGV-GENOME-0302873 23763:35335(+)

30 33 3839 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300029558_000011|3300029558|Ga0245036_100462 24091:35635(+)

38

39
40

41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

IMGVR_UViG_3300045988_106423|3300045988|Ga0495776_116719 24100:35789(+)

38
39

40
41

42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

uvig_331745 24259:36281(+)

38
39

40
41

42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

uvig_325261 24095:38752(+)

35 37
38

39
40

41
42

43 44 45

Retron_VI__HTH (CDS_0046)
47

48
49

50
51

MGV-GENOME-0312647 24095:35141(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300029815_000023|3300029815|Ga0244882_1000709 24098:35589(+)

37
38

3940 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300045988_106743|3300045988|Ga0495776_097198 24091:35284(+)

37
38

39
40

41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

MGV-GENOME-0303071 23662:35270(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300029131_000227|3300029131|Ga0168790_100009|270318-314316 23662:31843(+)

37
38

39
40

41

IMGVR_UViG_3300045988_099575|3300045988|Ga0495776_134191 24094:36025(+)

37
38

39
40

41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300045988_104788|3300045988|Ga0495776_161847 24091:35654(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300045988_103404|3300045988|Ga0495776_154952 24094:36159(+)

37
38

39
40

41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

MGV-GENOME-0306680 24094:36117(+)

37
38

3940 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300029579_000005|3300029579|Ga0244893_100522 24091:35913(+)

37
38

39
40

41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

MGV-GENOME-0305267 24093:36160(+)

37
38

3940 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300029506_000055|3300029506|Ga0244846_100002|162314-210203 23764:35402(+)

endolysin (CDS_0032)
37

38
39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

uvig_327690 24092:37721(+)

37
38

RegX3 (VF0858) (CDS_0039)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0040)
Siderophore-dependent iron uptake system (VF0738) (CDS_0041)

42 43

Retron_VI__HTH (CDS_0044)

45
46

47
48

49

uvig_285166 24091:43658(+)

37
38

3940 41 42 43 44
excisionase (CDS_0045)
RegX3 (VF0858) (CDS_0046)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0047)

MntABC (VF0455) (CDS_0048)

49 50

Retron_VI__HTH (CDS_0051)

52
53

54
55

56

IMGVR_UViG_3300045988_130270|3300045988|Ga0495776_116788 24177:35605(+)

36
37

38
39

40 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300045988_126411|3300045988|Ga0495776_185078 24192:35719(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

uvig_202459 24171:38841(+)

36
37

38 39

VirR/VirS two component system (VF0729) (CDS_0040)

41

Siderophore-dependent iron uptake system (VF0738) (CDS_0042)

43 44

Retron_VI__HTH (CDS_0045)
46

47
48

49
50

IMGVR_UViG_3300045988_100439|3300045988|Ga0495776_098442 24097:33152(+)

37
38

39
40

41
42

43
44

MGV-GENOME-0291100 24192:32262(+)

37
38

39
40

41
42

IMGVR_UViG_3300045988_092514|3300045988|Ga0495776_183886 24091:31775(+)

CDS_0037

CDS_0038

CDS_0039
CDS_0040

MGV-GENOME-0314785 23764:34925(+)

37 38 39

Retron_VI__HTH (CDS_0040)
41

42
43

44
45

IMGVR_UViG_3300045988_091999|3300045988|Ga0495776_178627 22047:33303(+)

34 35

Retron_VI__HTH (CDS_0036)
37

38
39

40
41

MGV-GENOME-0303425 23763:35553(+)

38
39

40 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

uvig_147363 23764:39356(+)

37
38

39 40 41

Siderophore-dependent iron uptake system (VF0738) (CDS_0042)

43 44

Retron_VI__HTH (CDS_0045)
46

47
48

49
50

IMGVR_UViG_3300029467_000049|3300029467|Ga0244104_100538 24090:36147(+)

38
39

40

ABC transporter (CDS_0041)

42 43

Retron_VI__HTH (CDS_0044)

45
46

47
48

49

IMGVR_UViG_3300045988_106940|3300045988|Ga0495776_158978 24090:35929(+)

38
39

40 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300045988_112963|3300045988|Ga0495776_097380 24091:35695(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300045988_119121|3300045988|Ga0495776_148150 24090:35580(+)

38
39

40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

MGV-GENOME-4423600 24094:35422(+)

38 39 40

Retron_VI__HTH (CDS_0041)
42

43
44

45
46

uvig_471855 24095:39185(+)

38

39
40

41

vancomycin resistance response regulator transcription factor VanR-B (NF000402.1) (CDS_0042)

VirR/VirS (VF0791) (CDS_0043)
Siderophore-dependent iron uptake system (VF0738) (CDS_0044)

integrase (CDS_0045)
46

Retron_VI__HTH (CDS_0047)
48

49
50

51
52

IMGVR_UViG_3300045988_105107|3300045988|Ga0495776_097155 23769:35038(+)

endolysin (CDS_0031)

35
36

37 38 39

Retron_VI__HTH (CDS_0040)
41

42
43

44
45

IMGVR_UViG_3300045988_098810|3300045988|Ga0495776_097001 22658:34912(+)

Reverse transcriptase (CDS_0028)

35
36

37 38 39

Retron_VI__HTH (CDS_0040)

41
42

43
44

45

IMGVR_UViG_3300029791_000480|3300029791|Ga0243849_1000304|39828-88290 22652:35219(+)

34
35

36
37

38 39 40

Retron_VI__HTH (CDS_0041)
42

43
44

45
46

IMGVR_UViG_3300029443_000453|3300029443|Ga0243848_1000018|3761-51611 22652:34607(+)

34
35

36 37 38

Retron_VI__HTH (CDS_0039)
40

41
42

43
44

MGV-GENOME-0310845 22651:35402(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300045988_135351|3300045988|Ga0495776_188616 24187:38574(+)

38 39 40 41

Siderophore-dependent iron uptake system (VF0738) (CDS_0042)

43 44

Retron_VI__HTH (CDS_0045)
46

47
48

49
50

IMGVR_UViG_3300045988_111413|3300045988|Ga0495776_134181 24180:36531(+)

37
38

39
40

41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

MGV-GENOME-0305755 24188:36240(+)

38

39
40

41
42

43 44

Retron_VI__HTH (CDS_0045)
46

47
48

49
50

MGV-GENOME-0304212 24096:35844(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

MGV-GENOME-0307926 24191:36767(+)

38
39

40 41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

MGV-GENOME-0313383 24191:36014(+)

38
39

40 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

MGV-GENOME-0307242 24191:34523(+)

38
39

40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

MGV-GENOME-0302780 24182:35389(+)

38
39

40 41 42

Retron_VI__HTH (CDS_0043)

44
45

46
47

48
49

MGV-GENOME-0307197 24191:36272(+)

38
39

40 41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

MGV-GENOME-0305627 24185:36156(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44
45

46
47

IMGVR_UViG_3300039357_000280|3300039357|Ga0169236_00017|98642-146378 24185:35465(+)

37
38

39 40

Retron_VI__HTH (CDS_0041)
42

43
44

45
46

uvig_113338 24185:42988(+)

37
38

39

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0040)

41 42 43

Siderophore-dependent iron uptake system (VF0738) (CDS_0044)

45 46

Retron_VI__HTH (CDS_0047)
48

49
50

51
52

uvig_59720 23864:41850(+)

38
39

40 41
excisionase (CDS_0042)
RegX3 (VF0858) (CDS_0043)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0044)

MntABC (VF0455) (CDS_0045)

46 47

Retron_VI__HTH (CDS_0048)

49
50

51
52

53

IMGVR_UViG_3300045988_122260|3300045988|Ga0495776_170467 23864:35778(+)

38
39

40
41

42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

uvig_587710 23857:34865(+)

35 36 37 38

Retron_VI__HTH (CDS_0039)
40

41
42

43
44

uvig_594364 23768:34926(+)

33 34 38
39

40 41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

IMGVR_UViG_3300045988_097043|3300045988|Ga0495776_157184 22020:31032(+)

32 34
35

36

Retron_VI__HTH (CDS_0037)

38
39

40
41

42
43

uvig_336760 23768:43211(+)

38
39

40
41

42 43 44 45 46 47 48

Siderophore-dependent iron uptake system (VF0738) (CDS_0049)

50 51

Retron_VI__HTH (CDS_0052)
53

54
55

56
57

uvig_224763 23770:38600(+)

38
39

40 41 42 43 44

Siderophore-dependent iron uptake system (VF0738) (CDS_0045)

46 47

Retron_VI__HTH (CDS_0048)
49

50
51

52
53

MGV-GENOME-0305203 24275:35971(+)

37
38

39 40 41

Retron_VI__HTH (CDS_0042)
43

44

transcriptional repressor (CDS_0045)

46
47

48

uvig_449556 24095:35294(+)

36
37

38

integrase (CDS_0039)

40

Retron_VI__HTH (CDS_0041)

42
43

transcriptional repressor (CDS_0044)

45
46

47

IMGVR_UViG_3300045988_123535|3300045988|Ga0495776_148153 24162:34036(+)

38
39

40 41

42
43

44
45

46
47

IMGVR_UViG_3300029725_000186|3300029725|Ga0245208_100097|73044-123841 24171:38110(+)

36
37

38 39 40 41

excisionase (CDS_0042)
integrase (CDS_0043)

44
45

46
47

ivig_1662 24186:43236(+)

37
38

39

ABC transporter (VF0818) (CDS_0040)
ABC transporter (VF0818) (CDS_0041)

42
43

Detocs__dtcB (CDS_0044)

45 46

Siderophore-dependent iron uptake system (VF0738) (CDS_0047)

integrase (CDS_0048)
49

Retron_VI__HTH (CDS_0050)
51

52
53

54
55

IMGVR_UViG_2847165122_000001|2847165122|2847165154 24186:38183(+)

37

38
39

40 41
integrase (CDS_0042)

43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

55 replication initiation protein (CDS_0056)

IMGVR_UViG_3300045988_106080|3300045988|Ga0495776_185973 22272:33458(+)

28 34 35 36

Retron_VI__HTH (CDS_0037)
38

39
40

41
42

MGV-GENOME-0290953 22263:32445(+)

33 34

Retron_VI__HTH (CDS_0035)
36

37
38

39
40

uvig_598824 21891:33075(+)

Avd protein of DGR (CDS_0027)
28 34 35

Retron_VI__HTH (CDS_0036)
37

38
39

40
41

MGV-GENOME-0299337 22264:30021(+)

33 34
35

36
37

IMGVR_UViG_3300045988_080443|3300045988|Ga0495776_138050 22652:33410(+)

34 35 36

Retron_VI__HTH (CDS_0037)
38

39
40

41
42

MGV-GENOME-0313535 22656:33191(+)

34 35

Retron_VI__HTH (CDS_0036)
37

38
39

40
41

uvig_234019 22656:39284(+)

Doc-like toxin (CDS_0034)
3536 37 38 39

Siderophore-dependent iron uptake system (VF0738) (CDS_0040)

41 42

Retron_VI__HTH (CDS_0043)
44

45
46

47
48

uvig_226600 22265:38200(+)

33 36
37

3839 40 41 42 43

Retron_VI__HTH (CDS_0044)
45

46
47

48
49

IMGVR_UViG_3300045988_090496|3300045988|Ga0495776_161784 22265:32336(+)

36

Retron_VI__HTH (CDS_0037)
38

39
40

41
42

uvig_37113 23512:34024(+)

38

39
40

41

transposase (CDS_0042)

43

DNA binding protein (CDS_0044)

45
46

MGV-GENOME-0264283 24186:34095(+)

38

39
40

41

transposase (CDS_0042)

43
44

45

MGV-GENOME-0311087 23512:33784(+)

38

39
40

41 42 43
44

45
46

IMGVR_UViG_3300045988_107417|3300045988|Ga0495776_029660 24185:34866(+)

38

39
40

41 42 43
44

45
46

IMGVR_UViG_3300029789_000098|3300029789|Ga0243734_1000430 24166:35627(+)

38

39
40

41 42 43
44

45
46

IMGVR_UViG_3300045988_110833|3300045988|Ga0495776_164473 24187:35271(+)

38

39
40

41 42 43
44

45
46

IMGVR_UViG_3300029712_000122|3300029712|Ga0245206_100926 24186:34966(+)

38

39
40

41 42 4344
45

46
47

MGV-GENOME-0301476 24185:34635(+)

38

39
40

41 42 43

44
45

46
47

MGV-GENOME-0303566 24185:35293(+)

38

39
40

41 42 43 44
45

46
47

MGV-GENOME-0298620 23512:31859(+)

38
39

40
41

42
43

IMGVR_UViG_3300045988_111640|3300045988|Ga0495776_165504 24185:32151(+)

38

39
40

41
42

IMGVR_UViG_3300029389_000005|3300029389|Ga0243995_1000297 24188:38436(+)

38

39
40

41

transposase (CDS_0042)

43 44 45

DNA binding protein (CDS_0046)

47
48

IMGVR_UViG_3300045988_107399|3300045988|Ga0495776_148965 24178:33611(+)

37

38
39

40 41

IMGVR_UViG_3300045988_117641|3300045988|Ga0495776_098835 24195:34115(+)

36 38

39
40

41 42
43

44
45

uvig_74341 24195:34117(+)

38
39

40

transposase (CDS_0041)
DNA binding protein (CDS_0042)

43
44

IMGVR_UViG_3300029428_000008|3300029428|Ga0242788_100671 24187:36890(+)

38

39
40

41 42

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0043)
transposase (CDS_0044)

45
46

47
48

49
50

IMGVR_UViG_3300023545_000127|3300023545|Ga0257041_100503 24186:34988(+)

38
39

40

transposase (CDS_0041)

42

DNA binding protein (CDS_0043)

44
45

MGV-GENOME-0297654 24186:34208(+)

38
39

40

transposase (CDS_0041)
42

43
44

MGV-GENOME-0300817 24184:34431(+)

37
38

39 40
41

42
43

ivig_3764 24186:35860(+)

38
39

40

transposase (CDS_0041)

42

DNA binding protein (CDS_0043)

44
45

IMGVR_UViG_3300029341_000006|3300029341|Ga0243736_1000578 24165:34464(+)

38
39

40

transposase (CDS_0041)

42

DNA binding protein (CDS_0043)

44
45

MGV-GENOME-0301081 24184:34515(+)

38
39

40 41 42
43

44
45

IMGVR_UViG_3300045988_103521|3300045988|Ga0495776_117704 23972:34390(+)

38
39

40 41 42
43

44
45

SRS050752_a1_ct25445 24186:34627(+)

38
39

40

transposase (CDS_0041)

42

DNA binding protein (CDS_0043)

44
45

IMGVR_UViG_2788500106_000005|2788500106|2788535481|25929-71902 24186:33733(+)

38
39

40

transposase (CDS_0041)

42
43

IMGVR_UViG_3300029682_000173|3300029682|Ga0242767_100071|82604-127586 24186:32643(+)

38
39

4041
42

IMGVR_UViG_3300029328_000247|3300029328|Ga0242837_100209|24463-69800 24186:33363(+)

38
39

40 41

DNA binding protein (CDS_0042)

43
44

IMGVR_UViG_3300045988_095190|3300045988|Ga0495776_185708 24186:34201(+)

38
39

40 41 42
43

44

IMGVR_UViG_3300023718_000210|3300023718|Ga0257036_10109|22353-70987 24185:36216(+)

38
39

40

transposase (CDS_0041)

42 43 44
45

IMGVR_UViG_640963022_000001|640963022|640964287|8958-54192 24185:33951(+)

38
39

40

DNA binding protein (CDS_0041)

42
43

MGV-GENOME-0335350 26784:40592(+)

40
41

42

transposase (CDS_0043)

44 45

HNH endonuclease (CDS_0046)

47

DNA binding protein (CDS_0048)

49
50

IMGVR_UViG_2833096052_000001|2833096052|2833096052|284877-332369 24182:35213(+)

transposase (CDS_0035)

36 39
40

41

transposase (CDS_0042)

43
44

MGV-GENOME-0313954 24187:34308(+)

38

39
40

41 42
43

44
45

MGV-GENOME-0299735 24187:34253(+)

38
39

40 41
42

43
44

IMGVR_UViG_3300014535_000128|3300014535|Ga0169873_100225|25119-73490 24188:36211(+)

38
39

40

transposase (CDS_0041)

42
43

44
45

IMGVR_UViG_3300029392_000005|3300029392|Ga0243989_1000457 24188:40160(+)

38
39

40

transposase (CDS_0041)

42 43 44
endolysin (CDS_0045)

46

DNA binding protein (CDS_0047)

48
49

IMGVR_UViG_3300030029_000071|3300030029|Ga0245284_1000516 24186:37148(+)

38
39

40 41 42
nuclease (CDS_0043)

44 45 46
47

48
49

uvig_177295 23822:35814(+)

38
39

40

transposase (CDS_0041)

42

RegX3 (VF0858) (CDS_0043)

44 45

DNA binding protein (CDS_0046)

47
48

IMGVR_UViG_3300045988_102369|3300045988|Ga0495776_172301 23858:34036(+)

38
39

40 41
42

43
44

MGV-GENOME-0297642 23859:34205(+)

38
39

40

transposase (CDS_0041)
42

43
44

IMGVR_UViG_3300045988_109937|3300045988|Ga0495776_117580 24159:35320(+)

39
40

41
42 43

44
45

46
51 52

IMGVR_UViG_3300045988_114585|3300045988|Ga0495776_098217 24036:34807(+)

37
38

39 40 41
42

43
44

MGV-GENOME-0304237 24186:35776(+)

38
39

40 41 42
43

44
45

IMGVR_UViG_3300030029_000317|3300030029|Ga0245284_1000516|2224-47711 24186:33517(+)

CDS_0038
CDS_0039

CDS_0040
transposase (CDS_0041)

IMGVR_UViG_3300045988_112630|3300045988|Ga0495776_054177 24183:33794(+)

CDS_0038

CDS_0039
CDS_0040

CDS_0041
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43 44 45 46
DNA polymerase (CDS_0047)
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62
63
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57
58
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IMGVR_UViG_3300045988_098354|3300045988|Ga0495776_095189 24090:32272(+)
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IMGVR_UViG_3300045988_090307|3300045988|Ga0495776_157780 24090:31630(+)
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CDS_0039

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

Defence Virulence AMR


