single strand DNA binding protein (CDS_0005)

CDS_0006

J) CDS_0008 terminase (CDS_0012)
CDS_0004 'CDS_0009 CDS_0011 upper collar connector (CDS_0016)
[ | CDS_.0007 | DNA polymerase (CDS_0010) endolysin (CDS_0013) CDS_0014 CDS_0015 tail protein (CDS_0017)
uvig 169911 1342:14441(+)

CDS_0014 CDS_0011 CDS_0008
Moreno-Gallego_2019_ERR2867953_NODE_14_length_17300_cov_149.086300 3246:15954(-)
CDS_0013 CDS_0012 CDS_0009 CDS_0008
MGV-GENOME-0122853 3086:16502(-)
CDS_0010
CDS_0008 CDS_0011
CDS_0009 CDS_0014 CDS_0017

uvig 257010 1187:11262(+)

CDS_0006 CDS_0008
CDS_0002 CDS_0007

- {EA/E0DEDET) D— KK K l

uvig 106850 505:10659(+)

CDS_0009
CDS.0008 | CDS_0010 CDS_0013
(g 2 2 ) e V), ) D— K K K |

uvig 250489 1017:11498(+)

CDS 0015
CDS 0016 | CDS 0014

E-OED0EE B K K |

MGV-GENOME-0116268 5932:16066(-)

CDS_0009
CDS_0008 | CDS_0010 CDS_0015
OO 00D — K KX K |
MGV-GENOME-0119701 906:11284(+)
CDS_0012
CDS_0016 DNA methyltransferase (CDS_0013) TgDS_OOll
(2 B D B | D, K K K K K
uvig 255781 3229:16400(-)
CDS_0011
DNA methyltransferase (CDS_0010) TgDS,OOlZ
(1 s B B D | Y I, K K K K K

MGV-GENOME-0123720 1063:14343(+)
DNA methyltransferase (CDS_0012) CDS_ 0011

L) s W DL KK K K K |

uvig_ 143552 3219:16186(-)

DNA methyltransferase (CDS_0011)

DD < K K K K |

MGV-GENOME-0121851 3227:15833(-)
DNA methyltransferase (CDS_0013)

DD < K K K K |

uvig 553526 1766:14192(+)

CDS_0012
CDS 0011 | CDS.0013
(e e D ) PODL K K K ( K |
MGV-GENOME-0126576 1486:14638(+)
CDS_0011

DE{D— D K K 8 K |

SAMEA2737657 _al_ct64653_vs1 3214:15723(-)

CDS 0013  CDS 0011
CDS_0019 CDS_0016 CDS_0012

DD DB KK K K K

uvig 556972 3227:15759(-)

CDS_0012 CDS_0011

000 D K K K K |

uvig 212865 3212:14997(-)

CDS_0011

EOCDED0H A K K K K |

uvig_226305 3202:16227(-)

DNA methyltransferase (CDS_0012) structural protein with Ig domain (CDS_0009)

e DY D K K X K

uvig_54552 3228:17672(-)

DNA methyltransferase (CDS_0012) CDS_0009
e DY) < K K K K K K
uvig 378320 3241:16648(-)
CDS_0011 CDS_0008

OO0 D K K K K K
uvig 50761 3225:16738(-)

CDS_0015 CDS_0014 CDS_0011
D-OO DD L~ K K K |
MGV-GENOME-0126175 5971:16917(-)

CDS_0015 CDS_0014 DNA methyltransferase (CDS_0011)
(g W) B e B y K K K |

uvig 580147 5932:17242(-)

CDS_0007CDS_0009

CDS_0006 CDS_0008 CDS_0012 CDS_0015
O-OD-E-/E0D0- 0T D~ K K K |
uvig 464517 338:11229(+)

CDS_0009

CDS_0008 | CDS_0010

OO0 000D D~ K K K |

uvig 381307 1215:11880(+)

CDS_0006
CDS_ 0005 | CDS_0007

EOO—DDDET B K T

MGV-GENOME-4335699 281:11055(+)

CDS_0016 CDS_0012 CDS_0011

B-5{ -0 DB KK N (S

MGV-GENOME-0112886 3106:15621(-)

CDS_0015

E-Di-{D{ D—C

SAMN11252294 _al_ct491896_vs1 10148:16999(-)

} 5000 nt i

DNA, RNA and nucleotide metabolism connector head and packaging lysis other tail unknown function



