ParB-like partition protein (CDS_0032)

RT_III-AM_III-B_2 (CDS_0019) terminase small subunit (CDS_0035)
endolysin (CDS_0024) Druantia_ll__DruM (CDS_0033)
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endolysin (CDS_0024) ParB-like partition protein (CDS_0029)
25 26 27 28 Druantia_ll__DruM (CDS_0030)
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endolysin (CDS_0024) DNA methyltransferase (CDS_0032)
25 26 27 28 29 30 31 33 34 DNA methyltransferase (CDS_0035)
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MGV-GENOME-0193411 16007:26820(+)

amidase (CDS_0027)
26 28 29 30 31

32 33 DNA methyltransferase (CDS_0034)
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amidase (CDS_0025)
24 26 27 28 29 30 DNA methyltransferase (CDS_0031)
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amidase (CDS_0025)
24 26 27 28 29 30  DNA methyltransferase (CDS_0031)
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MGV-GENOME-0178372 15965:24428(+)

amidase (CDS_0025)
24 26 27 28 29 DNA methyltransferase (CDS_0030)

<
5)
5
©
m
z
O
<
m
o
=
~
o
~
iy
o
N
o
N
o~
'S
[NY
X
o
N)
N

0

)

amidase (CDS_0025)
24 26 27 28  DNAmethyltransferase (CDS_0029)
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MGV-GENOME-0150206 14627:20003(+)

DNA methyltransferase (CDS_0025)
endolysin (CDS_0024)
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MGV-GENOME-0164467 15965:22424(+)

DNA methyltransferase (CDS_0025)
endolysin (CDS_0024)
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MGV-GENOME-0164741 15965:22461(+)
endolysin (CDS_0023)  DNA methyltransferase (CDS_0024)
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CDS_0024
amidase (CDS_0025) DNA methyltransferase (CDS_0026)
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MGV-GENOME-4398143 15964:22559(+)

endolysin (CDS_0024)
25 26 27 28 DNA methyltransferase (CDS_0029)
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MGV-GENOME-0176152 15965:24088(+)
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endolysin (CDS_0024) | CDS_0026 DNA methyltransferase (CDS_0027)
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endolysin (CDS_0024)
25 26 27 DNA methyltransferase (CDS_0028)
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MGV-GENOME-0173821 15964:23740(+)
endolysin (CDS_0024) 25 26 27 DNA methyltransferase (CDS_0028)
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MGV-GENOME-0183944 15965:23732(+)

ParB-like partition protein (CDS_0026)
endolysin (CDS_0024)
CDS_0025 Druantia_II__DruM (CDS_0027)
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MGV-GENOME-0154848 15767:21132(+)

amidase (CDS_0025)
CDS_0024 CDS_0026

15962:21052(+)
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DNA methyltransferase (CDS_0028)
amidase (CDS_0025)
24 26 27 29 30 DNA methyltransferase (CDS_0031)
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MGV-GENOME-0182976 15965:25130(+)

DNA methyltransferase (CDS_0028)
amidase (CDS_0025)

24 26 27 29 30 DNA methyltransferase (CDS_0031)
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endolysin (CDS_0023) 24 25 26 DNA methyltransferase (CDS_0027)
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GV-GENOME-0154751 14195:20257(+)

endolysin (CDS_0023) DNA methyltransferase (CDS_0025)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function Defence
N —




