
uvig_578799 39240:48772(+)

CDS_0050

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0051)
CDS_0052

CDS_0053
DNA polymerase (CDS_0054)

CDS_0055 DNA helicase (CDS_0056)
endonuclease (CDS_0057)

DNA helicase (CDS_0058)
transcriptional regulator (CDS_0059)

IMGVR_UViG_2531839259_000005|2531839259|2531880722|1-35778 25696:35246(+)

DNA methyltransferase (CDS_0043) CDS_0047

IMGVR_UViG_2546825505_000001|2546825505|2546825802|108943-147980 28971:38506(+)

CDS_0048CDS_0049

IMGVR_UViG_2563366783_000003|2563366783|2563390156|33569-72337 28588:38120(+)

CDS_0047
CDS_0048

CDS_0049

TemPhD_cluster_33262 27577:1257(+)

terminase large subunit (CDS_0001)CDS_0047
CDS_0048

CDS_0049 terminase small subunit (CDS_0055)

TemPhD_cluster_15470 27577:1257(+)

CDS_0045 CDS_0046

MGV-GENOME-0222508 21727:31335(+)

CDS_0036 CDS_0037

IMGVR_UViG_2546825507_000001|2546825507|2546825909|34504-73346 28586:38194(+)

CDS_0048
CDS_0049

CDS_0050
CDS_0051

IMGVR_UViG_3300029110_000026|3300029110|Ga0169174_100021|85924-124140 27708:37361(+)

Druantia_II__DruM (CDS_0047) CDS_0049
endonuclease (CDS_0050)

IMGVR_UViG_3300045988_098282|3300045988|Ga0495776_021211 25516:35169(+)

Druantia_II__DruM (CDS_0043)

TemPhD_cluster_61848 26699:2804(+)

CDS_0002Druantia_II__DruM (CDS_0043) terminase small subunit (CDS_0048)

IMGVR_UViG_3300014896_000032|3300014896|Ga0169775_10047|3-38282 27349:36591(+)

Druantia_II__DruM (CDS_0045) CDS_0047

IMGVR_UViG_2574180122_000003|2574180122|2574212049|212801-250227 27188:36571(+)

CDS_0047
CDS_0048

CDS_0049
CDS_0050

IMGVR_UViG_2563366811_000001|2563366811|2563391453|32506-71160 28844:37799(+)

CDS_0047
CDS_0048

CDS_0049
CDS_0051

endonuclease (CDS_0052)

TemPhD_cluster_43137 27834:4631(+)

CDS_0002 CDS_0003
head maturation protease (CDS_0005)

CDS_0050
endonuclease (CDS_0051)

uvig_314883 26371:34640(+)

CDS_0038 CDS_0041 CDS_0042
CDS_0044

CDS_0045

5000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function Defence


