transcriptional repressor (CDS_0035)

endolysin (CDS_0027) 37
22 2324 25 26 28 29 30 31 32 integrase (CDS_0033) 34 36] 38
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uvig 98459 17822:27277(+)
endolysin (CDS_0027) 28 29 30 31 chaperonin groEL (CDS_0032)

uvig 200089 17762:26579(+)

endolysin (CDS_0027) 28 29 3031 32

IMGVR UVIG 3300045988 _138115|3300045988|Ga0495776 055866|1-42847 17817:28282(+)
endolysin (CDS_0028) 29 30 31 32 3334

uvig 565273 17781:26549(+)

endolysin (CDS_0027) 28 2930 31

IMGVR_UViG_3300029747_000316|3300029747|Ga0245228_100105|35248-75903 17816:26017(+)
endolysin (CDS_0027) 28 29 30 31 32 333435

uvig_565454 17815:27987(+)
endolysin (CDS_0027) 28 29 30 31 32 33 34 35 36 37

uvig 381857 17816:32216(+)

acetyltransferase (CDS_0036)
endolysin (CDS_0027) 28 29 30 31 32 33 34 35 37 38 39

uvig 193251 17815:33399(+)

transcriptional regulator (CDS_0037)
Retron_VI_HTH (CDS_0038)
endolysin (CDS_0027) 28 29 30 31 32 33 34 \ T 41

SAMNO0792090_al ct140267_vs1 17816:30436(+)

QueE-like radical SAM domain (CDS_0031)
endolysin (CDS_0028) 29 30 32 33

uvig 148953 17761:31093(+)

endolysin (CDS_0027) 28 29 30 31

IMGVR_UViG_3300045988_145053|3300045988|Ga0495776_114008 17816:26167(+)
CDsS_0021 CDS_0026

MGV-GENOME-0258055 17089:23502(+)
CDS_0020 CDS_0025

IMGVR_UViG_3300045988_142140|3300045988|Ga0495776_157931 15687:23836(+)
CDS_0019 CDS_0024

MGV-GENOME-0255021 15133:23084(+)
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