tail fiber protein (CDS_0078)
CDS_0073 CDS_0077 CDS_0080
CDS 0072 | CDS_0074 CDS_0075 CDS_0076 CDS 0079 | CDS 0081 CDS_0082 CDS_0083

Mycobacterium_phage_Grub 41633:50812(+)

minor tail protein (CDS_0077)
tail protein (CDS_0076) CDS_0078

?

HM755814.1 39972:48462(+)
CDS_0077

Mycobacterium_phage_PhishRPhriends 41304:49726(+)

CDS_0073 CDS_0075

Mycobacterium_phage_Reba 40480:49382(+)

tail fiber protein (CDS_0077)

NC_054760.1 41390:50264(+)
CDS_0075 CDS_0077 tail fiber protein (CDS_0080)

NC_029018.2 41638:50825(+)
tail fiber protein (CDS_0079) CDs_0081

Mycobacterium_phage_LugYA 41552:50849(+)
tail fiber protein (CDS_0073)

Mycobacterium_phage AgronaGT15 39616:48821(+)

CDS_0071
DS_007. DS_0077 tail fiber protein (CDS
CDS_0072 CDS_00 il fib in (CDS_0080)

é

KF279418.2 41139:49860(+)
CDS_0075

Mycobacterium_phage_Snickers 41132:49830(+)
CDS_0076

Mycobacterium_phage_Gemma 40810:49582(+)

tail fiber protein (CDS_0078) endolysin (CDS_0081)
T KKIdE S B s B (D
Mycobacterium_Phage_Daishi 41496:49721(+)
CDS_0069
CDS_0068
\ CDS_0070 CDS_0074 CDS_0076 CDS_0077

Mycobacterium_phage_OlanP 39917:49763(+)
CDS_0075 CDS_0076 tail fiber protein (CDS_0080)

Mycobacterium_phage_Puppy 41737:49331(+)
CDS_0076 tail protein (CDS_0079)

Mycobacterium_phage_Scout 41597:48850(+)

tail fiber protein (CDS_0080)

Mycobacterium_phage_Pistachio 41739:49253(+)
CDS_0077

Mycobacterium_phage_Idleandcovert 41057:48403(+)

hydrolase (CDS_0070)

NC_054771.1 39766:47140(+)

site-specific recombination directionality factor RDF (CDS_0058)
CDS_0059
| | cDs.0060 tail fiber protein (CDS_0065)

é

Mycobacterium_phage_JF4 37430:45216(+)

CDS_0072
CDS 0071
CDS_0070 | CDS_0073 CDS_0077 CDS_0078

Mycobacterium_phage_BabyRay 40385:49900(+)
CDS_0075 CDS_0076

?

KJ510415.1 40268:49348(+)
CDS_0071

Mycobacterium_phage_Panamaxus 40169:49089(+)

3000 nt 1

integration and excision lysis other tail unknown function
—



