transcriptional regulator (CDS_0025)
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CDS_0020 CDS_0022 \ CDS_0029
CDS 0019 CDS_0021 "] cDs_0023 CDS_0026 CDS 0027 CDS0028 |[CDS0030 CDS.0031 tail protein (CDS_0032)

MGV-GENOME-0374237 14245:39336(+)

Holliday junction resolvase (CDS_0019)
CDS_0023
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IMGVR_UViG_3300045988_109075|3300045988|Ga0495776_180891 14027:38989(+)

CDS_0027 CDS_0028
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MGV-GENOME-0373845 14497:39509(+)

Reverse transcriptase (CDS_0001)
transcriptional regulator (CDS_0006) CDS_0004 CDS_0158
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MGV-GENOME-0373634 1:18332(-), 123409:131413(-)

CDS_0004 Reverse transcriptase (CDS_0001)
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IMGVR_UViG_3300045988_142284|3300045988|Ga0495776_020210 1:18332(-), 123409:131413(-)
HNH endonuclease (CDS_0021) CDS_0026 CDS_0027 CDS_0032 CDS_0033
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Ma_2019_SRR341725_NODE_41_length_136600_cov_6.212662 13369:45764(+)

CDS_0027 CDS_0028
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MGV-GENOME-0373059 13369:37625(+)
CDS_0012 CDS_0011
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CDS_0027 CDS_0028

PO { O {0 A

uvig 163043 14847:47085(+)
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CDS_0021 CDS_0020
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IMGVR_UViG_3300045988_144639|3300045988|Ga0495776_168732 14179:39136(-)

transcriptional regulator (CDS_0143)
CDS_0141
CDS_0136 CDS_0142 CDS_0145 CDS 0146
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MGV-GENOME-0373852 94401:117134(+)
CDS_0021 tail length tape measure protein (CDS_0022)
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uvig_312945 12459:32129(+)

CDS_0020
CDS_0021  €DS_0019CDS_0018
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MGV-GENOME-0378516 14525:39405(-)

CDS.0028  CDS_0030
€DS_0029|  CDS_0031 tail protein (CDS_0036)
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CDS_0018 CDS_0016
CDS_0021 CDS_0020 EDS?OOUT CDS_0015
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IMGVR_UViG_3300045988_121340|3300045988|Ga0495776_163776 14511:37198(-)
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