endonuclease (CDS_0021) CDS_0024 exonuclease (CDS_0030)

DNA primase/helicase (CDS_0023) CDS_0028 CDS_0032
CDS_0022 \ DNA polymerase | (CDS_0025) CDS_0026 CDS_0027 CDS_0029 CDS_0031 CDS_0033

I, O -0

IMGVR_UViG_3300045988_085540|3300045988|Ga0495776_146541 13595:21257(+)

CDS_0024 head-tail adaptor (CDS_0029)
LD ) - U A0 )
IMGVR _UViG_3300029338_000383|3300029338|Ga0243718_1000181|5267-48799 13106:21828(+)

12 DNA polymerase | (CDS_0017) 18 19 20 21 23
l ) o e — U ADDD
MGV-GENOME-0288344 9108:17902(+)
CDS_0027
DNA polymerase | (CDS_0025) CDS_0026 CDS_0028

l ) D, T o— D oD

SRS144537_al ct38854_vs1 16632:25197(+)

DNA polymerase | (CDS_0013) CDS_0014 CDS 0015

e D) b

[ r 1

MGV-GENOME-0296637 7376:15317(+)

N

DNA polymerase | (CDS_0021) CDS_0022 CDS_0023

l ) VI - — B b
MGV-GENOME-0300683 12470:20672(+)
CDS_0026
DNA polymerase | (CDS_0025) | CDS_0027 CDS_0028

[ b

SAMEA2737745_b1_ct72_vs5 15344:23883(+)

N

HDH — D oD

DNA polymerase | (CDS_0022) 23 24 25 26
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MGV-GENOME-0307507 12421:20959(+)

N

methyltransferase (CDS_0026) DNA polymerase | (CDS_0027) CDS_0028

e D! DD

[ 7

SAMNO09781719_al_ct152152_vs1 15113:23322(+)

7

CDS_0015
DNA polymerase | (CDS_0013) CDS_0014

e b a

r 1

MGV-GENOME-0250149 6281:14338(+)

N

HNH endonuclease (CDS_0025)
DNA polymerase | (CDS_0024) CDS_0026

) O ED— {00 10

SAMNO9781784 _al_ct238708_vs1 13453:21699(+)

HNH endonuclease (CDS_0024)
HNH endonuclease (CDS_0020) DNA polymerase | (CDS_0023) CDS_0025

P O ED—{T ob

IMGVR_UViG_3300045988_080664|3300045988|Ga0495776_186608 12809:21522(+)

DNA polymerase | (CDS_0026)
endonuclease VIl (CDS_0025)
DNA polymerase | (CDS_0024) \ 27 28
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SAMNO0792082_al_ct26785_vs1 15600:24720(+)

DNA polymerase | (CDS_0018)
endonuclease VII (CDS_0017)
DNA polymerase | (CDS_0016) | CDS_0019

) — HEEOHTT DD oo

SAMNO3418259_al_ct40850_vs1 7718:16406(+)

DNA polymerase | (CDS_0024)
HNH endonuclease (CDS_0025)
endonuclease VII (CDS_0023)
DNA polymerase | (CDS_0022) | 26

b o DD — DD {0

MGV-GENOME-0310754 12296:21247(+)

HNH endonuclease (CDS_0026)
DNA polymerase | (CDS_0025)
endonuclease VII (CDS_0024)
DNA polymerase | (CDS_0023) \ 27

r 7 O HEEO-{TOHS— {0

IMGVR_UViG_3300010283_000008|3300010283|Ga0129312_1000315 13423:22609(+)

HNH endonuclease (CDS_0014)
DNA polymerase | (CDS_0013)
endonuclease VII (CDS_0012) ‘

DNA polymerase | (CDS_0011) | 15
) O s OED— U 100D
SAMN11893766_al ct6283 vs01 5337:14523(+)
DNA polymerase | (CDS_0025)
endonuclease VII (CDS_0024)
DNA polymerase | (CDS_0023) \ CDS_0026
) O a a ey U ODD
MGV-GENOME-0317034 13408:21876(+)
DNA polymerase | (CDS_0023)
endonuclease VII (CDS_0022)
DNA polymerase | (CDS_0021) \ 24 25
l ) i ‘a a —1— U oD

MGV-GENOME-0294560 11878:20747(+)

DNA polymerase | (CDS_0023)

dUTPase (CDS_0014) endonuclease VII (CDS_0022)
15 endonuclease (CDS_0017) DNA polymerase | (CDS_0021) \ 24 25
l LA o B X a H — L D—) B

uvig_366132 11686:21520(+)
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