Nucleotidyl tranﬁsﬁerase AbiEii__AbiEii toxin, Type IV TA system (CDS_0015)

maM tail proteiq (CDS_0010) Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0024)
lipoprotein (CDS_0011) minor head protein (CDS_0018)

13 ‘ 21

89 ‘ 1714 16 17 19 20722 23 —‘7DNAponmerase (CDS_0025)

!%

MGV-GENOME 0316407 6127:26172(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0015)
tail length tape measure protein (CDS_0016)

CDS_0009

T CDS.0014 CDS.0017

i+

MGV-GENOME-0314133 6134:22464(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0015)
RM__Type_|l_MTases__Type_|_MTases_FAM_0 (CDS_0026)
metallo-protease (CDS_0023)
minor head protein (CDS_0018)
distal tail protein Dit (CDS_0017) 22| 24
14 16 | 192021 T 25

28
2729 30 31

<
(5]
&
©
i
Z,
o
<
m
o
(o8]
N
el
[e]
N
N
[oN
N
w
o
w
N
0
=
N

(+)

Reverse transcriptase (CDS_0017)
PiAT__PfiT T(CDS_OOlt.‘;)

15
14 7| ‘ 18 19 20 nucleoside 2-deoxyribosyltransferase (CDS_0021)

Wig_161927 6169:20906(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0015)
minor head protein (CDS_0018) endolysin (CDS_0024)
distal tail protein Dit (€DS_0017)  holin (CDS_0021) integrase (CDS_0031)
tail length tape measure protein (CDS_0016) 23 integrase (CDS_0026) 29
14 | | [ 19 20 227 25 27 28] 30 3233 34

e
:
%

MGV-GENOME 0345816 6134:44280(+)

Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (CDS_0015)
minor head protein (CDS_0018) endolysin (CDS_0023)
distal tail protein Dit (€DS_0017)  holin (CDS_0021) integrase (CDS_0029)
tail length tape measure protein (CDS_0016) integrase (CDS_0024) 27
14 | | [ 19 20 22 | 25 26| 28 3031 32

H#
:
.

MGV-GENOME 0345211 6119:42896(+)

Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (CDS_0015)
minor head protein (CDS_0018)  endolysin (CDS_0023)
distal tail protein Dit (EDS_0017)  holin (CDS_0021)

14 16 T 19 20 T22 | 24
MGV-GENOME-0332589 6118:32197(+) -
Reverse transcriptase (CDS_0022)
Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (CDS_0015) endolysin (CDS_0026)
T minor head protein (CDS_0018) holin (CDS_0023) AbiD__AbiD (CDS_0030)
tail length tape measure protein (CDS_0016) 25integrase (CDS_0027) integrase (CDS_0033)
14 | 17 | 19 20 21 247 | 28 29 | 3132 3435 36

MGV-GENOME 0347957 6130:49118(+)
transcriptional regulator (CDS_0036)

tail length tape measure protein (CDS_0016) endolysin (CDS_0024) integrase (CDS_0031)
15 minor head protein (CDS_0018) holin (CDS_0022) 34
14T 17 19 20 21 23 | 25 26 272829 30 3233 [35| 373839 4041

0 a  E I B R S, ) s R R Ve Wy B R e (N S e g W I )
IMGVR_UViG_3300029656_000140|3300029656|Ga0245165_100067|62390-137001 6117:50276(+)

Reverse transcriptase (CDS_0017) endolysin (CDS_0025)

PfiAT__PfiT (CDS_0016) distal tail protein Dit (CDS_0019)  holin (CDS_0023)
15T \ minor head protein (CDS_0020) integrase (CDS_0026) 30
14 [ tail length tape measure protein (CD5_0018) 21 22 24 | 27 2829 [3132 33

MGV-GENOME-0343900 6169:42049(+) -

15 18
147 16 17]19

<
Q)
=
(2]
m
bz
o
<
m
o
N}
©
~
N
G
©
o
N
w
b
R
©
o
N}
G

(+)

CDS_0016
CDS_0015
CDS_ 0014 |CDS 0017

MGV-GENOME-0281197 6134:16907

- : (+)

tail length tape measure protein (CDS_0016)
15 18
14] 17 19

<
(9]
b
(9]
m
Z
o
<
m
o
)
0
0
=
N
G
o
N
)
N
)
o
o)
@]
)

(+)

distal tail proteﬂ)it (CDS_0017)
tail length tape measure protein (CDS_0016)

15 minor head protein (CDS_0018) 23
14T | 19 20 21 2224
MGV-GENOME-0319400 6134:28313(+)

distal tail protein Dit (CDS_0017)
tail length tape measure protein (CDS_0016)

15 minor head protein (CDS_0018) 23
147 | 19 20 21 2224
I

<
9)
5
9]
m
7,
[}
<
m
(@}
@
g
)
N
N
o
o
N
w
i
N
®
®
o

(+)

distal tail protein Dit (CDS_0017)
minor head protein (CDS_0018)
tail length tape measure protein (CD5_0016) metallo-protease (CDS_0025)
15 19 2224 27 30
14] ‘ ‘ 2021 23] |26] 28 29[31

<
5}
b
()
m
Z,
O
<
m
o
@
>
0
o}
@©
[eN
[eN
N
w
b
w
R
R}
el
—

(+)

tail length tape measure protein (CDS_0016)
15 17 19 21
14] [i8]20[22 23

R
e
N
o

c
<

o
%
[oN
=
~
W
w
o
i
(o8]
N
N
N
w
N
=

i%

(+)
distal tail protein Dit (CDS_0017)

15 minor head protein (CDS_0018)
147 16 | 19 20 21
I
MGV-GENOME-0322877 6118:28190(+)

distal tail prote@it (CDS_0017)

15 minor head protein (CDS_0018)
147 16 | 19 20 21
I
MGV-GENOME-0326740 6173:28611(+)

distal tail protein Dit (CDS_0017)

tail length tape measure protein (CDS_0016)
15 minor head protein (CDS_0018)

14] | 1920

<
Q
=
(9]
m
7z,
o
<
m
(@}
W
o
~O
S
-
o
o~
N
w
X
N
=
a1
N
~

(+)

tail length tape measure protein (CDS_0016)
CDS_0015
CDS_OOl‘lT CDS_0021

<
O
<
©
m
z
@]
<
m
o
>
©
b
[e}
®
e
[eN
N
i~
©
i~
0
[eN
(@)
@

(+)

head closure Hc1 (CDS_0007)
13 14 15 16 17 1819

<
(9]
<
(9]
—
z
(e}
<
m
o
X
o
S
©
-
N
v
N
0
@©
i
%)
o
N}
0

B 1 (+)

transcriptional regulator (CDS_0016)
metalIo—proteasé?CDS_OOlS)

13 ‘
14 17 18 1920

<
[5)
=
(@)
=
z
O
<
m
o
)
0
®
x
N
N
%}
®
[}
@
)
o
=
N
©

(+)

transcriptional regulator (CDS_0019)
HicB-like antitoxin (CD$_0015)
metaII(Iprotease‘(CDS_OOiS)
DNA polymerase (CD$_0016)
| T17] | 202122 2324

MGV*GENOME*OSO777E 6132:21478(+)

transcriptional regglator (CDS_0019)
metallo-protease (CDS_0018)
15
147 1617 ‘ 20 21 22 2324

<
Q
=
(9]
o)
Z
o
<
m
o
&)
=
-
=
o
&
o
BN
N
N
N
N
i
iy
N

(+)

transcriptional regulator (CDS_0023)
Reverse transcriptase (CDS_0016)
DNA polymerase (CDS_0020)

18
AbiD_AbiD (CDS_0014) 17 21
T 15 Tlo [22| 2425 26 2728

—
uvig 60003 6121:29511(+)

transcriptional regulator (CDS_0025)
metallo-protease (CDS_0024)
DNA polymerase (CDS_0022)
1517 19 21 nucleoside 2-deoxyribosyltransferase (CDS_0030)
14 [16]18]20] | 23| | 2627 28 29 [ DNA polymerase (CDS_0035)

uvig 87620 6134:25657(+)

transcriptional regulator (CDS_0024)
metallo-protease (CDS_0023)
tail length tape measure protein (CDS_0017)
16 minor head protein (CDS_0019)
1415] 18 20 2122| | 2526 27 2829

<
Q
=
(9]
o)
Z
o
<
m
o
Q
S}
©
=
©
@
o
=
o
)
w
N}
&
e}
©

(+)

15 20
141617 18 19] 21 2223

MGV-GENOME-0299019 6119:22077(+)

15 19
14716 17 18] 20 2122

i

MGV-GENOME-0296708 6118:21872(+)

19
16 18 22
15[170]2021 | 23 24 2526 2728

c
<
w
N
w
0
0
N
~
N
0
—
N
[
ey
0
w

(+)

16
15
1471 |17 1819

MGV-GENOME-0288360 6127:18224(+)
holin (CDS_0024)

15 17 minor head protein (CDS_0020) 26
14 J16] 18 19 21 22 23 25 27 2829
OGNSR PO DOIDEDBL b
MGV-GENOME-0331308 6118:35842(+)
15 17 minor head protein (CDS_0020) holin (CDS_0024)
14 [16] 18 19 21 22 23 | 2526 2728
b I e S I R R e T ) R

MGV-GENOME-0329873 6118:35068(+)
endolysin (CDS_0026)

tail length tape measure protein (CDS_0018) holin (CDS_OOZE‘ )
15 17 minor head protein (CDS_0020) integrase (CDS_0027)
14 [16] 19 21 22 23 25 | 28
MGV-GENOME-0332669 6119:36752(+) -
CDS_0015
CDS_0014L CDS_0017
CDS5_0016 CDS_0022

uvig 43190 6121:15294(+)

10000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail
N —

transcription regulation unknown function Defence
| N



