CDS_0158 head maturation protease (CDS_0166)
RNA ligase (CD5_0157) CDS_0160 CDS_0164 CDS_0168
CDS_0155 CDS 0156 | cDS.0159 | CDS.0161 CDS 0162 CDS 0163 | CDS.0165 CDS 0169
——@@&@ X—C_+-d @ -
A

uvig 47807 144628:162131(+)

@]
%
Qe
S

CDS_0164 CDS_0169
al
——— & -a a a-@—d @&
IMGVR_UViG_3300045988_166008|3300045988|Ga0495776_001741 143488:161012(+)
CDS_0170
CDS_0167 CDS_0169]

a
———(&E— W —G—— @0 d @&
IMGVR_UViG_3300045988_168128|3300045988|Ga0495776_015071 145690:163223(+)

CDS_0158 CDS_0164 CDS_0165

a

——— @ ——H —— @ a0 a (@

IMGVR_UViG_3300045988_161090|3300045988|Ga0495776_001753 143740:161370(+)

HNH endonuclease (CDS_0162)
CDS_0158
CDS_0160

CDS.0157
“Cbs_0159 CDS_0165 CDS_0166 CDS_0170CDS_0171

=</ —E@E— . F—¢<aaa

MGV-GENOME-0377960 143655:157759(+)
CDS_0158 CDS_0160 CDS_0166 CDS_0167

¢ ki —@E— ¢ ————a@ada

IMGVR_UViG_3300045988_165645|3300045988|Ga0495776_031897 146869:162576(+)

CDS_0154
CDS_0153 Cbs_0155 CDS 0156

amc—(E————E- @S ———a@d-—«C H— —aEEa

MGV-GENOME-0378006 138342:154482(+)
CDS_0160 CDS_0161 CDS_0166 CDS_0167

—/(/—(E @ < - —KEE

IMGVR_UViG_3300045988_173333|3300045988|Ga0495776_015067 140569:152965(+)
CDS_0166 CDS_0167

a———&E—— . 4——k—a@da

IMGVR UVIG_3300045988_166001|3300045988|Ga0495776 015087 147539:159557(+)
CDS_0172

caHO—C - E———&C_ 4

Manrique_Person1_NODE_5_length_177432_cov_94.637394 147623:162516(+)

[

a@————--4a

CDS_0161 CDS_0162
O —E @ @4 +——~a a

uvig 202746 141555:155513(+)
CDS_0157 CDS_0163 CDS_0164 CDS_0165 CDS_0169

KK ad—aC +—a (KA

IMGVR_UViG_3300045988_173406|3300045988|Ga0495776_001734 141615:158248(+)

CDS_0163 CDS_0164 CDS 0165

KKK @a—aC_ —=3@ C(HK—E-a

IMGVR_UViG_3300045988_174303|3300045988|Ga0495776_119740 141758:158391(+)

CDS.0149  CDS 0151
CDS_ 0148 cbs 0150 CDS_0156

d4rmiidc——C&E——ad & —a@Eda

MGV-GENOME-0377799 134625:151576(+)

CDS_0153 CDS_0154 CDS_0155 CDS_0159

M —=———— @ @& —a&————ad

MGV-GENOME-0377940 137192:152568(+)
CDS_0156 CDS_0157 CDS_0161

(&S« —aa&——a@aa

MGV-GENOME-0377914 140204:153671(+)
CDS_0156 CDS_0157

—(————-@ < - ———a@E—a

IMGVR_UViG_3300045988_171911|3300045988|Ga0495776 014980 140204:153671(+)

CDS 0158 CDS_0160
[cps o159 |

d<e——EaeEE—CC - ——=—aEdEa

IMGVR_UViG_3300045988_167385|3300045988|Ga0495776_001705 139121:153437(+)
167 168169170 171

—/—E @ ——E@@¢@§ ¢ aE4——CK—aa@Eda

MGV-GENOME-0378399 147716:164242(+)
CDS_0167

—/ 0 —(CE——&  —aG——C—aadada

IMGVR_UViG_3300045988_172924|3300045988|Ga0495776_137417 147716:161082(+)

CDS_0157 CDS_0159
CDS_0156 CDS_0158]

(O —E @@ —@@-a—8C_—4a (—@aC-ad

IMGVR_UViG_3300045988_174487|3300045988|Ga0495776_015028 138737:153535(+)

CDS_0155 CDS_0161
==/ —a C(—a-a
N
MGV-GENOME-0377815 140825:155381(+)
162 163 164 165 166167 171

C———@ @@« F—0«K—aEa

MGV-GENOME-0378138 144172:159510(+)

149 150 151152 153
CHKIG— @ —E@ECH-ad—&C_ 14 { -
L

IMGVR_UViG_3300045988_170982|3300045988|Ga0495776_001718 136868:152173(+)

149 150 151152 153
ammc——@EaEE—aEcd=ad—EC_+—da CJ <A
|
MGV-GENOME-0377813 135691:152409(+)
158 159 160161 162

—@@—aEd-ad—E & -d¢—Da@E

MGV-GENOME-0377857 137457:150269(+)

144 145 146147 148 149 150

armdc—E—@E@a— @@ aE— T ——((CKKIa-EE

IMGVR_UViG_3300045988_175709|3300045988|Ga0495776_180929 132503:149119(+)

CDS_0153
CDS_0151 CDS_ 0155
Cbs_015 "] CDs.0156
¢————d@K H—¢EE—-a H A
MGV-GENOME-0377854 138182:154112(+)
CDS_0159 CDS_0160 CDS 0165

00— ¢HE—&A K-

IMGVR_UViG_3300045988_168714|3300045988|Ga0495776_137362 146825:160847(+)

CDS_0167 CDS_0169
[cpsoies |

O — e E— . -——D<—aaad

MGV-GENOME-0378172 146057:159238(+)

CDS 0154
‘[ cbs_0155

O —C@ @ @& -————@@Cd

IMGVR_UViG_3300045988_171344|3300045988|Ga0495776_119680 141318:153154(+)

CDS_0162
[ cps 0163

O —CC@C@E—& a DC—a-Cd

OTU_23 140763:154862(+)

CDS_0160
[cps 0161

O —EEE—«C ——K—aE

uvig 203959 141800:155124(+)

CDS_0164
TCDS_0165CDS_0167 CDS_0168 CDS_0172

o ——CEE —C0E——aiE oaE-EE—a

MGV-GENOME-0377942 142434:158308(+)
CDS_0166 CDS_0167

O ——EE —C GG EEE—Aa

IMGVR_UViG_3300045988_168141|3300045988|Ga0495776_119716 142334:158264(+)

CDS_0152
[ cps 0153

L O—COE@E d HC—CEGCCa——dad

MGV-GENOME-0377629 140645:156886(+)

CDS_0168
CDS_0167
-/ ——C K H K— aCO——-dad
|
MGV-GENOME-0377981 143525:158127(+)
CDS_0162

GO —CHdE—— G ——-a

IMGVR_UViG_3300045988_169213|3300045988|Ga0495776_137391 145048:156718(+)

CDS_ 0161
CDS_0162
CDS_0154 CDS.0160 | T cDs 0163 CDS_0165
<O —@-E———&EEE=a —&@&E&a@—4a
]
IMGVR_UViG_3300045988_168343|3300045988|Ga0495776_015030 144860:161551(+)
CDS 0153
CDS_0145 CDS_0152 CDS_0158
S 01 _C - DS 01
MGV-GENOME-0375661 125231:141641(+)
CDS 0017
CDS_0018

-——(C —OK—CC ¢———H@dad

uvig 157527 6800:23210(-)

CDS 0170
CDS.0189

aO—Eda————x -H4— A EEd d

MGV-GENOME-0378299 146938:164511(+)

g%%

CDS 0170  CDS.0172
CD5.0171

_adaad—xc - ——a@E—aaadda

IMGVR_UViG_3300029716_000001|3300029716|Ga0245260_1000106 148855:164499(+)
CDS_0165 CDS_0167

-

CD5.0166

———E@— - G——@—@E-a

MGV-GENOME-0377831 143809:160770(+)

:

)

Q § @

163 165 167
164 Tie6

_—&8— . ———@ G

IMGVR_UViG_3300045988_169341|3300045988|Ga0495776_015093 146751:163817(+)

CDS_0164 CDS_0166
CD5_0165 CDS_0167

¢——— @& (¢« —@-¢a&ad

MGV-GENOME-0377977 144744:161705(+)

0

CDS_0166 CDS_0167
a
aa———xc 4 ——@a@@aa d L o-d

IMGVR_UViG_3300045988_169149|3300045988|Ga0495776_015056 148710:164013(+)

CDS_0162
CDS_0161 CDS 0163

¢—E@&@ i« -—@ @ a@E d

|

IMGVR_UViG_3300045988_164892|3300045988|Ga0495776_015065 145269:162723(+)
CDS_0166 CDS_0168

=

CD5_0167

+——&EE — @A

MGV-GENOME-0378131 145572:162628(+)

CDS_0163
‘| cbs.0164

———(E 3 H3 >-@&@—&-&0d

IMGVR_UViG_3300045988_170341|3300045988|Ga0495776_001730 142648:160201(+)

0

CDS_0160 CDS_0162

CDs_0161

———@@ & — D@ aGaEE-a

MGV-GENOME-0377676 140107:157726(+)

)

B

CDS 0158 CDS 0160
CDS 0159

di-adai—xw . -G—aE—EEd

MGV-GENOME-0377544 139097:155259(+)

:

CDS_0168 CDS_0170
CDS_ 0167 CDS 0169

& ——a . @E———hE—a&d

IMGVR_UViG_7000000317_000058|7000000317|SRS014459_WUGC _scaffold_60398 144048:160523(+)

CDS 0162 CDS 0164
CDS_0156 CDS_0157 Cbs_0163

——E i -—D@&4—a&aEa

IMGVR_UViG_3300029675.000001|3300029675|Ga0245254_100075 142080:159808(+)

:

:

CDS_0171 CDS 0173
CDS.0170 | CDS_0172

a-adg——c - a—/—E—ada

MGV-GENOME-0378142 148534:164336(+)

G

CDS_0166
CDS_0165 T cDs.0167

d-dio—xC -————a¢aEd

MGV-GENOME-0377829 144867:160352(+)

:

CDS_0163

]

adEaG—a . +Ha

uvig 429606 146123:161276(+)

O O

:

158 160
157 1159 T 161

/O —E @ (¢ — @ EaaE-a

MGV-GENOME-0377951 140535:158435(+)

:

CDS_0160  CDS 0162
CD5.0161

———@-@— . —aG—— @ —a@a@E-a

MGV-GENOME-0377621 140422:157387(+)

:

CDS_0162
CDS_0161| CDS 0163

al
& @& d (L -d
MGV-GENOME-0378016 145725:161781(+)
CDS_0154
CDS.0153  CDS 0156 CDS 0161  CDS_.0162

¢+—C&@& ¢« t—«@¢1a

IMGVR_UViG_3300045988_171282|3300045988|Ga0495776_001696 136466:155512(+)

o

L OK——D

CDS 0171
CDS_0169 CDS_0170

—(& G« —D—3E—aada-a

IMGVR_UViG_3300045988_170564|3300045988|Ga0495776_137408 145305:162894(+)

0

CDS.0162 CDS 0164

—(@ . a—D—DE&E—aEd-ad

MGV-GENOME-0377969 143539:161128(+)

L @
CDS_0163 CDS_0165
L @

)

CDS_0168
CDS.0166 CDS.0167 CDS 0175

O—E@Ea——x . —aG—D—E—ad-d

IMGVR_UViG_3300045988 169980|3300045988|Ga0495776 015081 145602:164541(+)
CDS_0165 CDS_0166
———- a3 HL 4 a{o-d
A

IMGVR_UViG_3300045988_169693|3300045988|Ga0495776_014981 142987:161679(+)

Nt}

CDS.0163
CDS.0161 CDS 0162

—E@ & —D——@—aGEEE

OTU_20 143788:162617(+)

CDS_0017 CDS 0016CDS_0015

a— &«  — & ———a & da

MGV-GENOME-0375290 5648:21360(-)

\B
s

CDS_0172 CDS_0173

O—E&E- @ ———— ad————Da&EE-d@

MGV-GENOME-0378381 149302:166515(+)

0

152 154 156
T 153 155
o ds—¢«CC  ——HhE&idCd

MGV-GENOME-0377678 137635:153153(+)

:

CDS_0168
CDS_0169
CDS_0167 | CDS 0170 CDS_0174 CDS_0177

d-d—xC -———@&W¢aCd L -&¢d

MGV-GENOME-0378238 149284:165878(+)

)

CDS_0166
‘|cps 0167

d-d—KC__ -4 @&—a@-d-d L O-&—dad

MGV-GENOME-0378073 146891:163190(+)

CDS 0160
CDS_0159CDS_0161 CDS_0162

—— & @& (@&« ——@E—@Ea { C(HEE

MGV-GENOME-0377782 141645:160033(+)

CDS.0170  CDS 0172
CD5.0171 CDS_0177_endolysin (CDS_0178)

a-adg—xwcC -—a—aEadd a DETTTT

uvig 177964 148758:165180(+)

endonuclease (CDS_0145)
CDS_0141  CDS_0144
cbs 0142 | CDS_0146

did—xKxc - Ea@E-EE-a——-—aE=a

IMGVR_UViG_3300045988_165344|3300045988|Ga0495776_101614 132219:144039(+)

155 159 161
151152 153 154 | 156157 158 [160] 162 163

agrmd—@¢——@a@Ea—E—a@iE @ —KaE&EaE—da

IMGVR_UViG_3300045988_168804|3300045988|Ga0495776_015048 136266:157015(+)

153
154 156 158
152 [ 1155 157[ 159 160 164

_armmd——@EaaEtadd— @ @—C—E———-a-@E-a@a——--4a

IMGVR_UViG_3300045988_170525|3300045988|Ga0495776_015035 136382:154343(+)

160 163
159 | 161162] 164 165

aamc——E¢ O —EE @S @ eE—C - ——— K E&¢EE—4a

IMGVR_UViG_3300045988_163779|3300045988|Ga0495776_015050 142103:160444(+)

159 162
158 | 160161] 163 164

a1 O —EE@EH— @ —— K EEE—da

IMGVR_UViG_3300029688_000001|3300029688|Ga0245223_100089 142192:160533(+)

170 174
160 166 167 168 169 | 171 172173 175 176

<—¢1—E @@ @@ —@GEaa@—da

IMGVR_UViG_3300029564_000001|3300029564|Ga0244919_100075 145385:164365(+)

155 159
151152 153 154 [ 156 157158 160 161

armid———@E @@ @ @@ ——— (@ @&—-4a

IMGVR_UViG_3300045988_170850|3300045988|Ga0495776_119754 135254:155106(+)

HNH endonuclease (CDS_0176)
170 174
166 167 168 169 | 171 172173175 177

/O —E@EE @@ @@ @@ — ¢ -a@E-a———-da

MGV-GENOME-0378343 146553:164927(+)

HNH endonuclease (CDS_0175)
169 173
165 166 167 168 | 170 171172[174 176 181182

O —@EE@Ea-——@$@ @ @—aEamm- ¢ —adKka———-a

uvig 335688 146464:164972(+)

HNH endonuclease (CDS_0169)
163 167
160 161 162] 164 165166168 170

g —E 1O —EE@E @@k —@Em- ——(—@¢@-a———-_a

IMGVR_UViG_3300045988_174482|3300045988|Ga0495776_015047 140894:161198(+)

HNH endonuclease (CDS_0169)
163 167
160 161 162] 164 165166168 170

amk—a{ O —EE @ H—EE @@ —aEaE ——(—a@@E-a@a—-4a

MGV-GENOME-0378095 140894:161198(+)

156
151 153 155
148149 150 [ 152 [154[ |157 158

=< —E@EH—a@ld @i —E—a@a@aa—-a

IMGVR_UViG_3300045988_166963|3300045988|Ga0495776_119620 136170:154745(+)

223 227 229
219220 221 222 | 224225 226 [228] 230 231 234235

amd—@F—@EaE@Ead——a@ai@- @@ da—@Eaamm  a—H—=«aEE-a@

uvig 254771 226875:244989(+)

165
161162 163 164 | 166 167

«—E 1 —(C @@ @E—«@ @ g——a@¢d@a———-da

MGV-GENOME-0378060 144172:161061(+)

165
161162 163 164 | 166

ad— O —aEdEH— @ @& d¢—ad¢@Eaa —-a

IMGVR_UViG_3300029127_000002|3300029127|Ga0168774_100052 144270:161104(+)

158 160
153 154 155 156 157 | 159 [ 161

@amd——@EaEt—E—ad @ @—@Eam- ———K—aEEaE—da

IMGVR_UViG_3300029119_000001|3300029119/Ga0168816_100056 138310:157848(+)

170
165166 167 168 169 | 171 172 HNH endonuclease (CDS_0177)

«—/——EESt——a@dG&E—a¢@ ¢ a&——@—1a

MGV-GENOME-0379586 146040:163373(+)

153
152 [154 155 156157 162

—(——E @—E@EEE—a@E@ . & ——C———ad

MGV-GENOME-0377950 137969:152982(+)

153
152 [154 155 156157

—(——@E@—a@eE—a@a . &———<C—=3@a-d

IMGVR_UViG_3300045988_173599|3300045988|Ga0495776_014997 137969:152982(+)

CDS_0157
CDS_0151 CDS_0154 CDS_0156] CDS_0161

——— X H—H -3

IMGVR_UViG_3300045988_173376|3300045988|Ga0495776_081001 126549:138069(+)

CDS_0026
CDS_0027]

——C X E— O CO=EE

MGV-GENOME-0375112 12947:24467(-)

CDS 0168
CDS_0167]

O—E @ ——HEH-E—S—EE

IMGVR_UViG_3300045988_173803|3300045988|Ga0495776 001687 141433:153416(+)
CDS_0151 CDS_0152

— (X  ——H @

MGV-GENOME-0374052 101489:113402(+)

endonuclease (CDS_0171)
CDS_0170 CDS_0172

— @ <H—¢- @ @EE-a———aaEE

IMGVR_UViG_3300045988_167909|3300045988|Ga0495776_001731 143818:155944(+)

CDS_ 0174
CDS_0167 | cDs 0175

(+— W@ E@E-E—CaEE

IMGVR_UViG_3300045988_172056|3300045988|Ga0495776 015033 145723:157268(+)

CDS_0174
| cDs 0175

H(—— @ W@ —EE-E— K

MGV-GENOME-0378056 145723:157268(+)

CDS 0178 CDS 0184
CDS 0175  CDS 0177] CDS 0183

= C—EO-E A O-)aE

IMGVR_UViG_3300045988_170798|3300045988|Ga0495776_137376 147688:157984(+)

CDS.0175  CDS.0177
CDS.0176 | CDS.0178

alEad-+=< i C— @ @$- @G @ G——aEEa

IMGVR_UViG_3300045988_174300|3300045988|Ga0495776_014993 145646:157790(+)

CDS_0179
CDS_0178 CDS_0180

O —E-C—H—HEH—E———aEEE

IMGVR_UViG_3300045988_171304|3300045988|Ga0495776_015038 144474:157977(+)

CDS_0178
CDS_0177 CDS_0179

o —E@ @  —(— «aEaEEa—\—aE-a

IMGVR_UVIG_3300045988_172450|3300045988]Ga0495776 015039 144217:157977(+)
CDS 0162 CDS 0164 CDS.0166

-+ E—E—K @&

MGV-GENOME-4435713 140002:150514(+)

178
169 176 1777 179 180 185
KO ad O-E@&—EE-@ d A
IMGVR_UVIG_3300045988_153848|3300045988| Ga0495776_137341 146462:162451(+)
178
176 177 | 179 180 181
———E@ K a—0E—a&E-a a A
|
IMGVR_UVIG_3300014793 000001|3300014793|Ga0134407_1000035 145133:162685(+)
174

173 1175 176 177

@ @< a —=E
\
MGV-GENOME-0377858 140597:155752(+)
179

177 178] 180 181
CE = —aa O-E—EEEA al H &
IMGVR_UVIG_3300045988_170405|3300045988|Ga0495776_014987 144537:160994(+)

163
162 164165 166 170

:

aaaldEad—— C  a—E—adEEa

IMGVR_UViG_3300045988_169087|3300045988|Ga0495776_001680 136897:152796(+)

CDS_0177
CDS_0175 CDS_0176 Tcps.0178

G———O- @ ——4a -

IMGVR_UViG_3300045988_165868|3300045988|Ga0495776_001715 144937:159980(+)

:

179
178 180181 182

@a—a—E& . —a—a-E@&—ad-ad

IMGVR_UViG_3300045988_167559|3300045988|Ga0495776 015045 149227:164211(+)

gDS_Olél
CDS_0159 CDS_0160
a
@a—0C—G— a3 @—a@-@8L d ra
IMGVR_UViG_3300007793_000001|3300007793|Ga0105888_100055 141344:157080(+)

HNH endonuclease (CDS_0183)
181
175176 177 178179 180[182 | 184 185

O —Ea @ HH——@—@@ed@ - od—aE——=<a<E—-a

MGV-GENOME-0378336 147423:163500(+)

;

21
2625 24 23 22 20 19

GO —— @ a4 a-@ —@ @@« < —CHaE

MGV-GENOME-0375298 6865:24231(-)

k 8000 nt 1

DNA, RNA and nucleotide metabolism head and packaging lysis unknown function



