CDS_0069

CDS_0061 porphyrin biosynthesis (CDS_0063) CDS_0066 CDS_.0068  CDS.0071
CDS_0060 dehydrogenase (CDS_0062) CDS_0064 CDS 0065 | CDS_.0067 €DS_0070

uvig_195521 31609:39701(+)
CDS_0110 CDS_0109

IMGVR_UViG_3300045988_171549|3300045988|Ga0495776_119650 109502:117594(-)
CDS_0101

IMGVR_UViG_3300045988_173376|3300045988|Ga0495776_081001 97956:105481(-)
CDS_0082

MGV-GENOME-0375112 45535:53060(+)
CDS_0007 CDS_0013  CDS_0014

uvig 589332 2880:11592(+)
CDS_0010

uvig_59467 1428:9861(+)
CDS_0107

MGV-GENOME-0377951 110086:118178(-)
CDs 0109

MGV-GENOME-0377829 111837:119663(-)
CDS_0112 CDS_0111

IMGVR_UViG_3300014538_000003|3300014538|Ga0134452_100050 113391:121770(-)
CDS_0117 CDS_0115

CDS_0116

IMGVR_UViG_3300045988_174300|3300045988|Ga0495776_014993 115051:122725(-)

CDS_0107
CDS_0106

IMGVR_UViG_3300045988_167396|3300045988|Ga0495776_015025 112639:120729(-)
CDS_0022

uvig 75592 7026:15276(+)
CDS_0119

IMGVR_UViG_3300045988_170798|3300045988|Ga0495776_137376 117328:125574(-)
CDsS_0112

MGV-GENOME-0378112 114473:123168(-)
CDS_0119 CDS_ 0115

IMGVR_UViG_3300045988_170405|3300045988|Ga0495776_014987 112957:121501(-)
CDs_0117 CDS_0116 CDS_0115

IMGVR_UViG_3300014709_000004|3300014709|Ga0134424_100016 113345:122593(-)
CDS_0089 CDS_0088

MGV-GENOME-0374052 69336:78296(-)
CDS_0117 CDS 0116

IMGVR_UViG_3300014793_000001|3300014793|Ga0134407_1000035 116089:125050(-)
CDS_0069 CDS_0068

uvig 11133 47849:56810(-)
CDS_0112

MGV-GENOME-0378095 113636:121743(-)
CDS 0103 CDS_ 0099 CDS_0097

MGV-GENOME-4435713 107031:115057(-)
CDS_0115 CDS_0114 CDS_0112
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CDS_0113
CDS.0114 |

Manrique_Person1 NODE _5_length_177432_cov_94.637394 115567:123258(-)

CDS_0106

IMGVR_UViG_3300007793_000001|3300007793|Ga0105888_100055 108984:116663(-)

homing endonuclease (CDS_0060)
CDS_0054 CDS_0059 CDS_0061 CDS_0063

;#

uvig 39117 32562:42388(+)
CDS_ 0098  CDS_0097 CDS_0096

MGV-GENOME-0373923 91604:101430(-)
CDS_0111  CDS_0110 CDS_0109

IMGVR_UViG_3300045988_161090|3300045988|Ga0495776_001753 112922:122476(-)
CDS_0119 CDS_0114 CDS_0113 CDS_0112

MGV-GENOME-0378081 113406:123520(-)
CDS_0002  CDS_0003 CDS_0004

uvig_150288 50:7359(+)

endonuclease (CDS_0111)
CDS_0112 CDS_0110

IMGVR_UViG_3300045988_171911|3300045988|Ga0495776_014980 112296:122012(-)

4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



