ribonucleoside-diphosphate reductase large subunit (CDS_0056)

HNH endonuclease (CDS_0055) endonuclease (CDS_0059) CDS_0065
Dda-like helicase (CDS_0053) CDS_0061 “€DS_0066
CDS_0054 CDS_0057 CDS_0058 CDS;OOZO CDS_0062 CDS_0063 CDS_0064 \ CDS_0067

uvig 379219 66959:78344(+)

endonuclease (CDS_0079)
CDS_ 0080

{ CCTK KK K 0 S X ¢

IMGVR_UViG_3300014538_000003|3300014538|Ga0134452_100050 90701:101110(+)

endonuclease (CDS_0079)
CDS_0080

{ K KK K -0

IMGVR_UViG_3300045988_175382|3300045988|Ga0495776_015014 90580:100116(+)

endonuclease (CDS_0071)

CDS_0072
{ R KK K —ad A
MGV-GENOME-0377621 86233:96336(+)

CDS_0081 CDS 0086
K KK O KL K |

IMGVR_UViG_3300045988_171549|3300045988|Ga0495776_119650 90397:98885(+)

endonuclease (CDS_0086)
CDS_0081 CDS_0082 CDS_0083 CDS_0087

L ¢ — KK K —ACK K

MGV-GENOME-0378343 96540:105996(+)

endonuclease (CDS_0082)
CDS_0076 CDS_0083

KK = — N K K [ @K

MGV-GENOME-0378081 93263:102991(+)

endonuclease (CDS_0083)
CDS_0084

{ CCTK < — K K 3K @K

MGV-GENOME-0379586 92753:103596(+)

endonuclease (CDS_0119)
CDS_0118

K K X — KK K &K X1

MGV-GENOME-0375298 66675:77518(-)

endonuclease (CDS_0083)
CDS 0084

{ K < — N K —0O— -

MGV-GENOME-0378056 93619:104291(+)

endonuclease (CDS_0075)

CDS_0076
{ R ¢ < K K K O K K [ K
uvig_429606 87665:99210(+)
CDS_0081
CDS_OOBOT endonuclease (CDS_0082)
C R X — K K K —CK A

MGV-GENOME-0378110 92791:103689(+)
endonuclease (CDS_0085)

| cDs.0086
{ K nd < N [EH-E—CK (XA« |

MGV-GENOME-0377960 93033:103876(+)

CDS_0042 CDS_0041

K ¢ — KK —@K < X1 K |

uvig_167463 21413:32309(-)

CDS_0084
K < — KK K K XA K |
wig 218961 94997:105351(+)

CDS_0090
K K — K 1 K A K |
IMGVR_UVIG_3300045988_170798|3300045988|Ga0495776 137376 96202:106692(+)
CDS_0088
C 1K K < KK I KA K |
IMGVR_UViG_3300014793 000001|3300014793|Ga0134407_1000035 95845:105469(+)
CDS_0083
{ K K < KK XK (XA K |
MGV-GENOME-0377815 92186:102800(+)
CDS_0056

CDS_ 0055  ATP-dependent DNA ligase (CDS_0057) CDS 0061  CDS_0062 CDS. 0063  CDS_0064 endonuclease (CDS_0067)
KX K KK B — K K —CK J

MGV-GENOME-0375661 70675:82443(+)
ribonucleoside-diphosphate reductase large subunit (CDS_0106)
ribonucleoside-diphosphate reductase large subunit (CDS_0108)
CDS_0109 homing endonuclease (CDS_0107

uvig 157527 65998:77766(-)

CDS_0078 CDS_0079 CDS_0080 CDS_0081

X K KK B — KK X ]

MGV-GENOME-0377496 89721:100594(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0080)
ribonucleoside-diphosphate reductase large subunit (CDS_0078)
CDS_0077 homing endonuclease (CDS_0079

K K K B — KK X {]

uvig 223668 90308:100748(+)

CDS_0072 anaerobic ribonucleoside reductase large subunit (CDS_0073)

L S ¢ { (T ETK K O G

OTU_20 89040:98886(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism unknown function



