HNH endonuclease (CDS_0056) homing endonuclease (CDS_0062) polynucleotide kinase (CDS_0067)
52 53 54 55 57 58 59 60 61 63 64 65 66 68 69 70

#
4

IMGVR_UViG_3300045988_169341|3300045988|Ga0495776_015093 79263:92043(+)

DNA polymerase (CDS_0063)
57 58 59 60 61 62 [ 64

MGV-GENOME-0377873 77625:89125(+)

thioredoxin domain (CDS_0112)
thymidylate synthase (CDS_0116) homing endonuclease (CDS_0111)
HNH endonuclease (CDS_0114,
homing endonuclease (CDS_0120) 115 113 DNA polymerase (CDS_0110) polynucleotide kinase (CDS_0106)

m
|
:

uvig_195521 61782:73283(-)

homing endonuclease (CDS_0067)
62 63 64 65 66 DNA polymerase (CDS_0068)

i#

IMGVR_UViG_3300014709_000004|3300014709|Ga0134424_100016 77942:89039(+)

thioredoxin domain (CDS_0062)
thymidylate synthase (CDS_0059) homing endonuclease (CDS_0063)
60 61 DNA polymerase (CDS_0064)

%
%

IMGVR_UViG_3300045988_171651|3300045988|Ga0495776_001744 77887:88987(+)

thioredoxin domain (CDS_0063)
homing endonuclease (CDS_0064)
59 60 61 62 65

;ﬁ

IMGVR_UViG_3300045988_174810|3300045988|Ga0495776_119672 75611:86711(+)

thioredoxin domain (CDS_0064)
61 62 63 65 66 67

i%

IMGVR_UViG_3300035657_000085|3300035657|Ga0134395_00044 78187:89274(+)

homing endonuclease (CDS_0052)
thioredoxin domain (CDS_0053) endonuclease (CDS_0050)
56 55 54 DNA polymerase (CDS_0051) 49

;ﬁ

uvig_209962 29026:40771(-)

homing endonuclease (CDS_0052)
thioredoxin domain (CDS_0051) endonuclease (CDS_0054)
48 49 50 | 53 55

g#

IMGVR_UViG_3300045988_170357|3300045988|Ga0495776_081008 64397:76589(+)

DNA polymerase (CDS_0032)
27 28 29 30 31 33 34

MGV-GENOME-0373685 46875:59067(+)
76 75 74 73 72 71 70

MGV-GENOME-0363001 41135:52438(-)

homing endonuclease (CDS_0052)
47 48 49 50 51 53 DNA polymerase (CDS_0054)

?#

MGV-GENOME-4435713 71747:83050(+)

thioredoxin domain (CDS_0068)
64 65 66 67 69 70

i%

IMGVR_UViG_3300045988_172450|3300045988|Ga0495776_015039 81917:92353(+)

thioredoxin domain (CDS_0097)
100 99 98 | 96 DNA polymerase (CDS_0095)

uvig_258265 57337:67411(-)

thioredoxin domain (CDS_0071)
61 65 66 67 68 69 70 | 72

IMGVR_UViG_3300045988_170798|3300045988|Ga0495776_137376 81173:93226(+)

thioredoxin domain (CDS_0059)
endonuclease (CDS_0062)
endonuclease (CDS_0057) endonuclease (CDS_0064)
55 58 60 61 63 65

'
%
#

IMGVR_UViG_3300045988_171911|3300045988|Ga0495776_014980 77198:90080(+)

thioredoxin domain (CDS_0061)
endonuclease (CDS_0059) T endonuclease (CDS_0063)

57 58 60 62 64 69

;#

uvig_218961 79639:91480(+)

homing endonuclease (CDS_0072)
endonuclease (CDS_0069)
78 77 76 75 7473 71 70 68

4
.

uvig 75592 37924:50331(-)

homing endonuclease (CDS_0067)
endonuclease (CDS_0070)
61 62 63 64 65 66 68 69 71

4
.

IMGVR _UViG_3300045988_174300|3300045988|Ga0495776_014993 80956:93361(+)
thioredoxin domain (CDS_0017)

thymidylate synthase (CDS_0012) DNA polymerase (CDS_0018)
endonuclease (CDS_0014) endonuclease (CDS_0019)

| 13 15 16 DNA polymerase (CDS_0020)

.
|

uvig 86506 7547:18862(+)

homing endonuclease (CDS_0048)
endonuclease (CDS_0051)
43 44 45 46 47 49 50 52 55

%
{

IMGVR_UViG_3300045988_173376|3300045988|Ga0495776_081001 61366:73858(+)

HNH endonuclease (CDS_0132)
140 139 138 137 136 135 134 133 131

MGV-GENOME-0375112 77158:89650(-)
DNA polymerase (CDS_0061)

endonuclease (CDS_0057) endonuclease (CDS_0062)
thymidylate synthase (CDS_0056) 58 5960 \ DNA polymerase (CDS_0063)

uvig_47807 79202:90445(+)

homing endonuclease (CDS_0055)
endonuclease (CDS_0058)
51 52 53 54 56 57 59

%
{

IMGVR_UViG_3300045988_170982|3300045988|Ga0495776_001718 73240:85350(+)

homing endonuclease (CDS_0063)
endonuclease (CDS_0066)
61 62 64 65 67 68

4
.

IMGVR_UViG_3300045988_153848|3300045988|Ga0495776_137341 80069:91138(+)

homing endonuclease (CDS_0060)
endonuclease (CDS_0063)
58 59 61 62 64 65

%
{

IMGVR_UViG_3300045988_168128|3300045988|Ga0495776_015071 80217:91285(+)

homing endonuclease (CDS_0051)
endonuclease (CDS_0048)
55 54 53 52 50 49 47 46

4
.

uvig_377536 24866:36942(-)

homing endonuclease (CDS_0063)
endonuclease (CDS_0066)
61 62 64 65 67 68

4
.

IMGVR_UViG_3300014793_000001|3300014793|Ga0134407_1000035 80896:91953(+)

HNH endonuclease (CDS_0063)
DNA polymerase (CDS_0062)
59 60 61 | 64

MGV-GENOME-0378056 79427:91114(+)

DNA polymerase (CDS_0067)
63 64 65 66 68 69

g%

MGV-GENOME-0378336 82446:93416(+)
49 51 52 53 54 55 56 57 58

IMGVR_UViG_3300045988_173333|3300045988|Ga0495776_015067 72347:85254(+)

endonuclease (CDS_0064)
61 62 63 65 66 67

g#

IMGVR_UViG_3300045988_165645|3300045988|Ga0495776_031897 81199:94064(+)

thioredoxin domain (CDS_0106)
DNA polymerase (CDS_0103)
thymidylate synthase (CDS_0109) homing endonuclease (CDS_0102)
DNA polymerase (CDS_0105) \
108 107 endonuclease (CDS_0104) DNA polymerase (CDS_0101)

=
4

uvig_16775 58500:70205(-)

endonuclease (CDS_0064)
61 62 63 65 66 67

g#

IMGVR_UViG_3300045988_172924|3300045988|Ga0495776_137417 83089:93775(+)

HNH endonuclease (CDS_0055)
51 52 53 54 56 57 58

5#

MGV-GENOME-0378006 75084:87238(+)
60 61 62 63 64 65 66 67 68

MGV-GENOME-0377960 79021:91465(+)

thioredoxin domain (CDS_0025)
DNA polymerase (CDS_0026)
24 | 27 28

MGV-GENOME-0373357 42495:52615(+)

thioredoxin domain (CDS_0034)
DNA polymerase (CDS_0035)
33 | 36 37

%#

MGV-GENOME-0374052 33583:43770(+)

homing endonuclease (CDS_0061)
59 60 62 63 64

%ﬁ

IMGVR_UViG_3300045988_165868|3300045988|Ga0495776_001715 79424:89915(+)

thioredoxin domain (CDS_0038)
endonuclease (CDS_0041)
37 39 40 42

iﬁ

uvig_204393 53346:63292(+)

thioredoxin domain (CDS_0055)
DNA polymerase (CDS_0057)
54 | 56 58 59

;f

MGV-GENOME-0377676 75177:85565(+)

thioredoxin do@in (CDS_0044)
DNA polymerase (CDS_0046)
43 | 45 47 48

i#

MGV-GENOME-0375661 59591:71124(+)

thioredoxin domain (CDS_0126)
homing endonuclease (CDS_0123)
DNA polymerase (CDS_0124)
thymidylate synthase (CDS_0127) \ 125 \ DNA polymerase (CDS_0122)

1 #
merase (CD
@ @ @@ —@EEEHE | K

uvig_157527 77317:88850(-)

DNA polymerase (CDS_0061)
58 59 60 62 63

;#

MGV-GENOME-0378203 79726:90207(+)

homing endonuclease (CDS_0063)
59 60 61 62 64 65 66 67

g#

IMGVR_UViG_3300045988_163361|3300045988|Ga0495776_119619 80371:92360(+)

thioredoxin doLngin (CDS_0062)
DNA polymerase (CDS_0064)

endonuclease (CDS_0060) homing endonuclease (CDS_0065) DNA polymerase (CDS_0067)
thymidylate synthase (CDS_0059) 61 63 \ endonuclease (CDS_0066)

Manrique_Person1_NODE_5_length_177432_cov_94.637394 80101:92702(+)

thioredoxin domain (CDS_0061)
60 62 63 64 65

E%

IMGVR_UViG_3300045988_162286|3300045988|Ga0495776_014991 80803:90905(+)

HNH endonuclease (CDS_0061)
56 57 58 59 60 62

MGV-GENOME-0377754 77123:88937(+)

DNA polymerase (CDS_0062)
58 59 60 61 63 64

%ﬁ

MGV-GENOME-0377815 78709:89681(+)

homing endonuclease (CDS_0057)
endonuclease (CDS_0060)
55 56 58 59 61 62

4
.

IMGVR_UViG_3300045988_161090|3300045988|Ga0495776_001753 78484:89780(+)

endonuclease (CDS_0058)
55 56 57 59

E#

IMGVR_UViG_3300007793_000001|3300007793|Ga0105888_100055 75649:85476(+)

thioredoxin domain (CDS_0060)
HNH endonuclease (CDS_0063)
59 61 62 64

i#

MGV-GENOME-0378016 80954:91920(+)

HNH endonuclease (CDS_0064)
58 59 60 61 62 63 65

MGV-GENOME-0377977 79542:90511(+)

homing endonuclease (CDS_0061)
59 60 62 63 64 65

%#

IMGVR_UViG_3300045988_167559|3300045988|Ga0495776_015045 78870:90222(+)

homing endonuclease (CDS_0057)
endonuclease (CDS_0060)
55 56 58 59 61 62

4
.

IMGVR_UViG_3300045988_166008|3300045988|Ga0495776_001741 78633:90293(+)

HNH endonuclease (CDS_0067)
62 63 64 65 66 68 69 70

g#

MGV-GENOME-0376294 78107:90168(+)

63 endonuclease (CDS_0065)
61 62] 64 66

IMGVR_UViG_3300045988_173803|3300045988|Ga0495776_001687 80896:90862(+)

HNH endonuclease (CDS_0101)
106 105 104 103 102 100

MGV-GENOME-0373006 64071:76339(-)

endonuclease (CDS_0131)
thioredoxin domain (CDS_0133) endonuclease (CDS_0129)

134 [ 132 130 128

uvig_360359 73795:84769(-)

thioredoxin domain (CDS_0053)
HNH endonuclease (CDS_0055)
52 54 56 57 58

§#

MGV-GENOME-0377858 70321:81313(+)

endonuclease (CDS_0062)
thioredoxin domain (CDS_0059) endonuclease (CDS_0064)
58 60 61 63 65

%
#

IMGVR_UViG_3300045988_170405|3300045988|Ga0495776_014987 76032:87226(+)

thioredoxin domain (CDS_0014) endonuclease (CDS_0018)
13 15 16 17 19

E#

uvig_11133 12416:23066(+)

endonuclease (CDS_0063)
thioredoxin domain (CDS_0061) endonuclease (CDS_0065)
60 | 62 64 66

é#

uvig_361809 80425:90956(+)

endonuclease (CDS_0053)
thioredoxin domain (CDS_0051) endonuclease (CDS_0055)
50 52 54 56

%
#

IMGVR_UViG_3300045988_171282|3300045988|Ga0495776_001696 70494:81486(+)

thioredoxin domain (CDS_0062)
61 | 63 64 65

OTU_23 78872:88430(+)

thioredoxin domain (CDS_0055) endonuclease (CDS_0059)
54 56 57 58 60

E#

uvig_203959 77727:88377(+)

thioredoxin domain (CDS_0060)
61 59 58 57

;%

uvig 59467 33154:43383(-)

thioredoxin domain (CDS_0050)
49 51 52 53

;%

IMGVR_UViG_3300045988_165344|3300045988|Ga0495776_101614 73376:83605(+)

thioredoxin domain (CDS_0014) endonuclease (CDS_0018)
13 [ 15 16 17 19

uvig_142762 12955:24068(+)

thioredoxin domain (CDS_0058)
57 59 60 61 62 63

g%

MGV-GENOME-0377913 78491:89604(+)

endonuclease (CDS_0060)
67 66 65 64 63 62 61 59

uvig_589332 34183:45752(-)

homing endonuclease (CDS_0026)
DNA polymerase (CDS_0028) endonuclease (CDS_0031)
22 23 24 25 27 29 30 32

{
#
#

uvig_214581 42733:55957(+)

homing endonuclease (CDS_0060)
DNA polymerase (CDS_0062) endonuclease (CDS_0065)
56 57 58 59 61 63 64 66

%
#
#

uvig_147087 77961:90743(+)

DNA polymerase (CDS_0062)
58 59 60 61 63 64 65 66

E#

MGV-GENOME-0379586 78980:91185(+)

DNA polymerase (CDS_0140)
144 143 142 141 139 138 137 136

E#

MGV-GENOME-0375298 79086:91291(-)

thioredoxin domain (CDS_0053) endonuclease (CDS_0048)
56 55 54 52 51 50 49 47

;#

MGV-GENOME-0368291 27809:39721(-)

thioredoxin domain (CDS_0054) endonuclease (CDS_0058)
51 52 53 55 56 57 59

;#

IMGVR_UViG_3300045988_168804|3300045988|Ga0495776_015048 74918:87359(+)

endonuclease (CDS_0063)
56 57 58 59 60 61 62 64

IMGVR_UViG_3300045988_166963|3300045988|Ga0495776_119620 79682:92175(+)

homing endonuclease (CDS_0063) endonuclease (CDS_0066)
DNA polymerase (CDS_0065)
61 62 64 67

iﬁ
|

IMGVR_UViG_3300045988_168490|3300045988|Ga0495776_008966 79879:91040(+)
59 60 61 62 63 64 65 66 67

MGV-GENOME-0378138 80267:92206(+)

homing endonuclease (CDS_0062)
DNA polymerase (CDS_0064) endonuclease (CDS_0067)
60 61 63 65 66 68

%
#
#

uvig_335688 80302:93496(+)

homing endonuclease (CDS_0061) endonuclease (CDS_0066)
59 60 62 63 64 65 67

#
#

IMGVR_UViG_3300045988_169029|3300045988|Ga0495776_015040 80246:92669(+)

homing endonuclease (CDS_0061)
DNA polymerase (CDS_0063) endonuclease (CDS_0066)
56 59 60 62 64 65 67

4
#
#

IMGVR_UViG_3300029127_000002|3300029127|Ga0168774_100052 79044:92668(+)

homing endonuclease (CDS_0056) endonuclease (CDS_0059)
DNA polymerase (CDS_0058)
54 55 57 60

i?
|

IMGVR_UViG_3300029119_000001|3300029119|Ga0168816_100056 76710:88110(+)

homing endonuclease (CDS_0091)
thioredoxin domain (CDS_0093) DNA polymerase (CDS_0090)

thymidylate synthase (C DS_OO94)T L endonuclease (CDS_0089)
DNA polymerase (CDS_0092) 88
uvig 466753 50771:62145(-)
thioredoxin domain (CDS_0061) endonuclease (CDS_0065)

60 62 63 64 66

E#

IMGVR_UViG_3300029688_000001|3300029688|Ga0245223_100089 80280:91654(+)

thioredoxin domain (CDS_0050)
DNAFIymerase (CDS_0051)
49

w
N

53 54 55

MGV-GENOME-0376925 65072:76446(+)

thioredoxin domain (CDS_0045) endonuclease (CDS_0043)
46 44 42

;#

MGV-GENOME-0367928 22811:32699(-)

thioredoxin domain (CDS_0059)
hominﬁdonuclease (CDS_0060)
CDS_0058 CDS_0061

i+

IMGVR_UViG_3300029694_000001|3300029694|Ga0245247_100076 77899:87825(+)

thioredoxin domain (CDS_0049) ATP-dependent DNA ligase (CDS_0059)
CDS_ 0048 | CDS_0050 CDS_0053 Dda-like helicase (CDS_0060)

K

IMGVR UVIG_3300045988_169087|3300045988|Ga0495776 001680 74337:84580(+)
CDS_0059

|
%

K

IMGVR_UViG_3300045988_171344|3300045988|Ga0495776_119680 78723:89772(+)

endonuclease (CDS_0053) thioredoxin domain (CDS_0060)
54 57 58 59 61 62

X

IMGVR_UViG_3300045988_173599|3300045988|Ga0495776_014997 77352:88987(+)

thioredoxin domain (CDS_0018)
thymidylate synthase (CDS_0017)

!%

deoxynucleoside monophosphate kinase (CDS_0012) DNA polymerase (CDS_0020) DNA polymerase (CDS_0022)
11 ATPase (CDS_0014) \ 19 endonuclease (CDS_0021)

uvig_50281 30155:41579(+)

thioredoxin domain (CDS_0061)
DNA polymerase (CDS_0063)
60 | 62 64 65

MGV-GENOME-0375398 80623:92047(+)

thioredoxin domain (CDS_0058)
DNA polymerase (CDS_0059)
57 | 60 61

i#

MGV-GENOME-0377544 76758:86766(+)

endonuclease (CDS_0064)
59 60 61 62 63 65 66 67

IMGVR_UViG_3300045988_174303|3300045988|Ga0495776_119740 79282:92389(+)

5000 nt 1

DNA, RNA and nucleotide metabolism other unknown function



