CDS_0133 CDS_0135 CDS_0139 CDS_0141
CDS.0134 €DS_0136 CDS_0137 CDS_0138 CDS.0140 | CDS_0142 CDS_0143  CDS_0144

a—a@@@—@E——a@d - acm—a———a

IMGVR_UViG_3300045988_171911|3300045988|Ga0495776_014980 129728:137203

]

+)

CDsS_0150
homing endonuclease with GIY-YIG motif (CDS_0139) CDS_0142 CDS_0143 CDS_0146 CDS_0149 “] cDs_ 0151

d—@—@— @@ -ag—@C —CEs

IMGVR_UViG_3300045988_166008|3300045988|Ga0495776_001741 132045:140621(+)

CDS_0127 HNH endonuclease (CDS_0135)
CDS_0126 CDS_0128 CDS_0134 CDS_0136

|

MGV-GENOME-0375661 113258:121438(+)

CDS_0043
CDS_0044 CDS_0042

uvig_157527 27003:35183(-)

CDS_0151
CDS_0150 CDS_0152

Manrique_Person1_NODE_5_length_177432_cov_94.637394 135218:144086(+)

CDS_0152 CDsS_0154
CDS_01583 CDS_0155 CDS_0158

IMGVR_UViG_3300045988_167559|3300045988|Ga0495776_015045 135862:143454(+)
152 153 154 155 156 161

IMGVR_UViG_3300045988_172450|3300045988|Ga0495776_015039 133374:141705(+)
144 145 146 147 148

G —CE

MGV-GENOME-0377858 126547:134887(+)
144 145 146 147 148

OTU_21 181715:139488(+)
CDS_0125 CDS 0126 CDS_0127 CDS_0128

MGV-GENOME-0374052 89147:96932(+)
CDS_0157 CDS_0158 CDS_0159

asc@d @ ——@d—@—a@@ammm K [E—aEC —a

MGV-GENOME-0376294 135413:142689(+)

CDS_0152
CDS_0150CDS_0151 CDS_0153

@@ @¢———@—@d—a@E—admmmTTC =d & —a

MGV-GENOME-0378336 136231:143984(+)
147 148 149 150 151

& —d

SAMNO5826629_al_ct8290 135236:143009(+)
134 135 136 137 138 142

&K —CSEa

IMGVR_UViG_3300045988_169087|3300045988|Ga0495776_001680 124238:132563(+)
148 149 150 151 152

MGV-GENOME-0377957 133669:141441(+)
52 51 50 49 48

MGV-GENOME-0375298 27763:35505(-)
147 148 149 150 151

MGV-GENOME-0377963 131043:139453(+)
CDS_0148 CDS_0150

CDS_0149 CDS_0151

MGV-GENOME-0378174 134868:142640(+)

CDS_0138
CDS_0136CDS_0137 CDS_0139

do— @ ¢C—@E—adm K Fa—a@C - —aE

MGV-GENOME-0376925 118199:126611(+)
148 149 150 151 152

IMGVR_UViG_3300045988_168451|3300045988|Ga0495776_015001 133570:141441(+)
148 150 151 152 153 154 159 160

IMGVR_UViG_3300045988_169937|3300045988|Ga0495776_015083 133877:141786(+)
150 151 152 153 154

MGV-GENOME-0378193 133877:141786(+)
CDS_0147 CDS_0149

CDS 0146 | CDS 0148

MGV-GENOME-0377814 131682:139456(+)
144 145 146 147 148

IMGVR_UViG_3300045988_173817|3300045988|Ga0495776_119688 129679:137453(+)

CDs_0142
CDS_0141 CDS_0143 CDS_0146

@aam—E@E < [ E—@EC —a

uvig 100641 132740:140492(+)

CDs_0142
CDS_0143 CDS_0146

@ammM—@@E < [ @3—a@Ke —a

MGV-GENOME-0377815 131167:138760(+)
CDS_0137 CDS_0138

@ e —C———aC —a

MGV-GENOME-0377797 130071:138069(+)

CDS_0135
CDS_0129 CDS_0130 | cps 0136 CDS_0137
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(+)
51 46 45 44 43 42

uvig_360359 25326:31706(-)

CDS_0108
CDS_0107 CDS_0109 CDS_0110

MGV-GENOME-0373357 93809:100155(+)
120 121 122 123 124

MGV-GENOME-0373685 102974:109355(+)
140 141 142 143 144 146 147

MGV-GENOME-0377679 128381:135024(+)
CDS_0150 CDS_0152 CDS_0153

IMGVR_UViG_3300045988_153848|3300045988|Ga0495776_137341 133738:140028(+)
CDS_0142

IMGVR_UViG_3300045988_161090|3300045988|Ga0495776_001753 132408:139476(+)
CDS_0152

IMGVR_UViG_3300014793_000001|3300014793]|Ga0134407_1000035 134945:140612(+)
MgtC (VF0289) (CDS_0143) 149150 151 152 153 154

IMGVR_UViG_3300035657_000085|3300035657|Ga0134395_ 00044 132075:139942(+)

CDS 0151
CDS_0149CDS_0150 CDsS_0152

IMGVR_UViG_3300014709_000004|3300014709|Ga0134424_100016 131153:139488(+)
145 147 148 149 150 151

?

IMGVR_UViG_3300045988_174810|3300045988|Ga0495776_119672 128807:137162(+)
144 145 146 147 148

MGV-GENOME-0377860 131103:139456(+)
147 148 149 150 151 154

IMGVR_UViG_3300045988_167149|3300045988|Ga0495776.015041 134154:142493(+)

CDS_0151
CDs_0150 CDsS_0152

IMGVR_UViG_3300045988_165868|3300045988|Ga0495776_001715 133831:141961(+)
142 147 148 149 150 151 152

IMGVR_UViG_3300045988_170405|3300045988|Ga0495776 014987 130834:139109(+)

CDS 0147
[ cps 0148

IMGVR_UViG_3300029564_000001|3300029564|Ga0244919_100075 134247:143320(+)

CDS_0140
[ cps 0141

!

CDS_0145 CDS_0146

CDS_0138
[ cps 0139
MGV-GENOME-0378081 131092:139901(+)
CDS_0011
[ cbs.0010

!

uvig 466753 2293:9333(-)

CDS_0146 CDS_0147 CDS_0151

@g—@@C . E—a@K @

IMGVR_UViG_3300045988_172924|3300045988|Ga0495776_137417 135467:144180(+)
CDS_0139 CDS_0140

a—ade T —a@—aK —d

MGV-GENOME-0378016 132883:140765(+)

CDS 0141
| cps.0142 CDS_0143 CDS 0144
MGV-GENOME-0377831 132074:140408(+)
CDS_0136
| cps 0137 CDS_0138

MGV-GENOME-0377621 127527:135867(+)

T CDS_ 0132 CDS_0133

IMGVR_UViG_3300045988_165515|3300045988|Ga0495776_137317 130390:138743(+)

CDS 0141
[ cps 0142 CDS 0143

MGV-GENOME-0378197 132990:141801(+)

CDS_0203
[ cDs 0204

uvig 254771 217862:226197(+)

CDS_0144

IMGVR_UViG_3300029127_000002|3300029127|Ga0168774_100052 133863:142205(+)

CDS_0136
| cps 0137

IMGVR_UViG_3300045988_170525|3300045988|Ga0495776_015035 127370:136164(+)

CDS_0147
[ cps 0148 CDS_0149

uvig_177964 134905:143707(+)

|
i

CDS 0139
] cbs_0140 CDS_0141
< ] a¢-@E .

MGV-GENOME-0377825 131253:140499(+)

homing endonuclease with GIY-YIG motif (CDS_0140)
CDS_0142

8 !
i
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|
|

uvig 429606 130658:140121(+)

CDS_0139
CDS 0135 T cps 0140 CDS 0141 CDS_0145
¢ —aC—C a-d @

MGV-GENOME-0377873 131140:140386(+)

CDS 0135 [ cbs 0137

MGV-GENOME-0378058 126945:136164(+)

CDS_0133 | cps.0135

IMGVR_UViG_3300045988_170850|3300045988|Ga0495776_119754 125817:134576(+)

CDS_0140
| cDs 0141 CDS_0142

|;
A @

MGV-GENOME-0378082 132105:140890(+)
CDS_0142

!
i

IMGVR_UViG_3300029688_000001|3300029688|Ga0245223_100089 132745:141514(+)

CDS_0137
"] cDs 0138 CDS_0139 CDS_0141 CDS_0142
O KA a-a a—a&ae - CHE—aEK —3
IMGVR_UViG_3300045988_164892|3300045988|Ga0495776_015065 131930:140714(+)
CDS_0132

[ CDs.0133 CDS. 0134

IMGVR_UViG_3300045988_173376|3300045988|Ga0495776_081001 115627:123291(+)

CDS_0051
[ CDS.0050 CDS 0049

MGV-GENOME-0375112 27725:35389(-)
CDS_0022

i
H

wig 16775 9728:16808()
CDS_ 0142 CDS_0146

]

'i
"

MGV-GENOME-0378381 136734:144569(+)
CDS_0131

U
U

IMGVR_UViG_3300045988_171282|3300045988|Ga0495776_001696 123006:130961(+)

CDS.0146
-

MGV-GENOME-0377960 132134:139901(+)
homing endonuclease with GIY-YIG motif (CDS_0147)

IMGVR_UViG_3300045988_174300|3300045988|Ga0495776 014993 131116:138112(+)

homing endonuclease with GIY-YIG motif (CDS_0146)

IMGVR_UViG_3300045988_165645|3300045988|Ga0495776_031897 136287:144516(+)
homing endonuclease with GIY-YIG motif (CDS_0137)

CDS_0138
N (O G G O G S e O, ] C A —a
IMGVR_UViG_3300045988_173333|3300045988|Ga0495776_015067 127479:135353(+)
CDS_0126
C H—CaCdETTT—C o { ac——  —C
N

I
MGV-GENOME-0377678 122742:130001(+)

homing endonuclease with GIY-YIG motif (CDS_0140)
C i KEaCEET < ] { K K

J
—
IMGVR_UViG_3300045988_168962|3300045988|Ga0495776_080981 129180:137085(+)
CDS_0142
CDS_0135 CDS_0139 CDS_0141 " CDS_0143 CDS_0144

o--@ddadEdm - —@E@E—@Ed—aEa—a@ammmmm= -da——a

IMGVR_UViG_3300045988_173803|3300045988|Ga0495776_001687 128868:136205(+)
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