TemPhD_cluster 58030 DDA KKK JKUAITCH 4 ki ik g IDC]
TemPhD_cluster 24149 DDA KKK JKIMCKIACHA (U Bk b IbC
TemPhD_cluster_58630 DD KK JRHIKKITCH A K MK LI 1D
IMGVR_UViG_2907813880_000001|2907813880(2907813886 DK KKK KA 4 (e i o——m Il
TemPhD_cluster_39428_ DDA KIAC JMMAIACHIA UMM v 1]
TemPhD_cluster_57867 DDA IR JINAIAT I RN I I
IMGVR_UViG_2938756752_000001|2938756752/2938756753 DDAC KU IHACKIACKI I i O——md
TemPhD_cluster_57703 DDA KKIC_JMIKIATCK A Mk Ib_Iha I
MGV-GENOME-0318278 DDA CRUIACJIAICHI A DL IDC]
uvig_314349 DHCTIIICIUIAATCHI RAT M DL 1D
TemPhD_cluster 57694 CDAC_—— KKK QAN N il D IDC]
TemPhD_cluster 46404 DDA KKK JURICKITCHI IRAC MK D IDXC
IMGVR_UViG_3300045988_114810|3300045988|Ga0495776_113333 DDAK— KKK U ik O——a ]
TemPhD_cluster_57840 DDA JKKKC IR DRI D D
TemPhD_cluster_57636 DDA KKK IMAICCHI MK bk I
TemPhD_cluster 57419 DDA KKKIKEWHIKKKIC QI T b—_—mwaibd
TemPhD_cluster_46477 DDA JKKICKUUITCHM IRkl 0w @il
TemPhD_cluster_46503 DDA KK JIAITICHM M DDl
TemPhD_cluster_58637 DD IQHIKTICHI RN bW D]
TemPhD_cluster_34633 DDA KKKIC_JHICITCHI TR 0 KD
TemPhD_cluster_34635 DDA KKKIC_ I IR Ik e QNiDC
TemPhD_cluster_46486 DDA KKK JUIKAATCHI AR MK DAl D
TemPhD_cluster 23193 DDA KKK MG AR O_—hdipCl
TemPhD_cluster 57987 DDA KKK JUIKIATCHM KT MK DLW IDXC]
TemPhD_cluster_39672_ DDACTTRKKIAC I KICKIACHIK MM O I
TemPhD_cluster_34625 DDA KKK JIAITCHH MM O_—waipcd
TemPhD_cluster_46424 DDAK_— KKK JMAITICHI T Il 0@ i
TemPhD_cluster_57610 DDAK_— KKK JQHIIACHI QR I DX
TemPhD_cluster_39606_DDAC_ MK UK MUK W) D]
TemPhD_cluster_28824 DDA I JAIKTITICHII KT MK S I
TemPhD_cluster_57876 DDA EKKKIC_ I A C—_—idIDC]
TemPhD_cluster 57462 CDAC_— KKKIC @AM A T Ok DI IDC]
TemPhD_cluster 46429 CDAC_ JKIC_ MG QKN DL IDC]
TemPhD_cluster 26817 DDAC_— KKK JHIKATCH 4 Q] b _—nd IDC
TemPhD_cluster_57804 DDA UK IR 4 SR I b I
TemPhD_cluster_34632 DDGEEKETTEKIKKICIHAKATCH 4 il b DX
TemPhD_cluster_57706 DDA IREMKIICH AU i b I
uvig_395439 DD KUICKKICH 4 UK MK Db I
MGV-GENOME-0321543 DDAC JAKKIIKC_ MK RRITMIK I I
TemPhD_cluster 57688 DDA I JIAITCH AU MK DI
TemPhD_cluster 57901 DK KKK IR 4 (il b_—ma Dl
TemPhD_cluster 46401 DDA KKK MK QUMK g I
IMGVR_UViG_3300029141_000001|3300029141|Ga0120217_1027 DDA JHIICIMARIAICHI UMK b D
uvig 370865 DDA KKK I DRUETIMK _Id I
TemPhD_cluster 57769 DDA KKK JKMMAICM CHUCINKK g IDC
IMGVR_UViG_3300045988_109773|3300045988|Ga0495776_038968 DDCK KK JHICKIACKIAIHRICIIK DI
IMGVR_UViG_3300045988_157207|3300045988|Ga0495776_141838 DDA KKK JKIHCKIACHK ATk DL IDC
uvig_316330 DO UK QKM O_nd i
IMGVR_UViG_3300029140_000002|3300029140|Ga0120226_1028 LK HIKIC AT DRI D C_md IDC
TemPhD_cluster_19215 DDA KKK JMUAITICHM TRUTIMK ID—Ihd I
TemPhD_cluster_39458_ DDA KKKIC IR DRI DA IDC]
TemPhD_cluster 46432 DDA KAKKIC_ I QL DMK b IDC]
TemPhD_cluster 19211 DA KKK UMM DU I g IDCT
TemPhD_cluster 57644 DDA KKK MU A T LI I
TemPhD_cluster_19213 DDA KKK NI KT I g I
TemPhD_cluster_19214 DDA JUAITCHM TR IMK D 1]
TemPhD_cluster_19216 DDA KKK JITITCHM TRUTINNKK D EDBING 1]
MGV-GENOME-0285577 (I (K MMk I I ID KNI
uvig_393873 (| I MK! DI KKK
TemPhD_cluster 58012 DDA KIKKIKCJMAIMCIIICHI KT IMIK DD
uvig 576586 DDA KRKKIC RN CHI QUMK DI IDC]
TemPhD_cluster_39553_ DDA KKK JRHMCHCKCH Y I SO 1D
TemPhD_cluster_17938 DDA KIKIIKC AN CHIKI RIS IMNIDC
IMGVR_UViG_2627853793_000001|2627853793|2627889808 (KM DT OMIDCDAC_—— 1K uaaad
MGV-GENOME-0318693 DK K KKK RO D i<
TemPhD_cluster 58043 DDCAC_ KKK KKK CHI Qi b i
TemPhD_cluster_46620 DDCC_ KIKKIKC AR A Ik IDC—— D
TemPhD_cluster_58456 DD IIKKIKC IR I Ik IDC—_— D]
uvig 394927 DDA KKK JRRIAIAICHI UMK D i<
TemPhD_cluster_39555_ DDA KIKKIKKEEIUIIICHIA I DI IDC
MGV-GENOME-0322688 DDAK_— KUK I SR T O ID—_— D]
uvig_315883 DD KIKKIKC IR CHI QMK DI D]
TemPhD_cluster 57907 DDA KKKIC IR QR DI
TemPhD_cluster_46543 DDA KKKICJRMIRAACH 4 SR DI
uvig 576208 DDAK— KKK NI 4 SRkl b_mib]
TemPhD_cluster 57693 DDA KKK KUK KR OM] SO i<
TemPhD_cluster 57660 DDA KKK KUK U KM DL i
IMGVR_UViG_2687453139_000001|2687453139|2687453547 DDCIC KKK KGN QK O SOl
IMGVR_UViG_2687453387_000001|2687453387(2687453990 DDAIC_ KK MM I T M SO ——mID<C |
IMGVR_UViG_3300045988_120914|3300045988|Ga0495776_005508 DK KKK I QA (I M b
IMGVR_UViG_2585427669_000001|2585427669|2585443548 DK KA I KK MM IO —mmin<]
uvig 315145 DA KKKKIC @I 41 UKD Ik I in
uvig 319058 DDA IKKKKKIKC A 4 < KT INK SO IMIDC]
TemPhD_cluster 57598 DDAKT_ KKK I I R INMK D IMIDC]
TemPhD_cluster_46645 DDA KKK JRMCIACICHKI A k] SDL—— i<
TemPhD_cluster 57547 DDA KKK AN Q4 QHKIKTINK DI D
IMGVR_UViG_3300045988_138741|3300045988|Ga0495776_005488 DD{CKTK KKK CHIEHT i oA b
TemPhD_cluster_26813 DDA KUK ST MM I I
IMGVR_UViG_2718217735_000001]|2718217735(2718227865 DDACK KKK I IAICHI UK ikt SD—omin]
TemPhD_cluster_39559_ DDA KKK IR CHR U IMIK! DM D
IMGVR_UViG_3300011956_000002|3300011956|Ga0120803_100053 DDCK KK I D i b —omipC]
IMGVR_UViG_3300045988_117080|3300045988|Ga0495776 012551 DDA MK D0 i ——ominc]
TemPhD_cluster 58169 DDA KIKKIKC_ UM 4 DRIKOMIK DD
TemPhD_cluster_46619 DDA KKKICJRMCIKICHI U k! ID——ID<
TemPhD_cluster_46469 DK KIKKIC RTINS IMkid <SP DA IDC
TemPhD_cluster 57800 DK KIKKIKCEI KRN T k! <SP DA IDC
TemPhD_cluster_31286 DDA KIKKIKCJAMIKIKITICH I S Ik DN DA I
TemPhD_cluster 31341 DDA JIKKIKC IR I CHC Ik Db i<
IMGVR_UViG_2888697747_000001]|288869774712888697752 DDCK KUK QUMK Sb—_—m i<
IMGVR_UViG_2896789908_000001|2896789908|2896789912 DK KA IWCATCHM QU ik Db IbC
TemPhD_cluster_31265 DDA KKK IR IR ek S0 DAIDC]
TemPhD_cluster 57942 DDA KKK JRHCKITCHKI KUK ek SD LI
TemPhD_cluster_46743 DDA KKK I CHKI AT MR SD LI IDC
MGV-GENOME-0318486 DDCK_—— KKK KUK UM D i<
TemPhD_cluster 58161 DDA KK IR Uik DD
TemPhD_cluster_57913 DD KKK R CHIA O QIKICIMIKK ID M IDC
TemPhD_cluster_40203 DD KIKKIKCJMAIICH 4 R bM<
TemPhD_cluster 26857 DDA KRKKKC I 4 (il bM<
TemPhD_cluster 46925 DDA KIKKIKCJAUMCICH 4 dicidinid bM<
TemPhD_cluster_ 46421 DD KKK I A<M D0 D4 I
TemPhD_cluster_26804 DDCKT_ KKK I A<RAKTINMIK DN D4 I
TemPhD_cluster 57321 DDA KKK QA A<M DDA
TemPhD_cluster_10448 DDA KKKIC MM 4 QI MK DDA I
TemPhD_cluster_34626 DD KKK JRHKIAACK 4 DMl b0 D4 I
TemPhD_cluster_25286 DDCKCT_— KKK MUK CH 4 U ] Ip—— DA IDC
TemPhD_cluster_31306 DDA KKK 4 RRICIMIK D K
TemPhD_cluster 58015 DDA KKKKC I 4 KT Ik bk
TemPhD_cluster_39568_DDAC_ KKK MU 4 SRAC MK Db K
TemPhD_cluster 57917 DDA KKK KA 4 TR DT K
TemPhD_cluster_57911 DDG@E I KHAIACH 4 QKA MK L_d K
TemPhD_cluster_31367 DDA JUHIRKIACH 4 SRAC MK DI K
TemPhD_cluster_57863 DDAKC_— KKK JAUAITTHA TRACMKK DL K
IMGVR_UViG_2728368967_000001|2728368967|2728380376 DDA KK JUIKAAACH 4 I MM il
TemPhD_cluster 57692 DAC_— KKK JQHIKIACH 4 AU Ik b ibCd
IMGVR_UViG_3300045988_130929|3300045988|Ga0495776_095203 DD MK JRIKIATCK A TRAT MiN DM I
TemPhD_cluster_57362 DDA KK JMUAATCH 4 SO D DA DT
TemPhD_cluster_46839 DDA I IKHUIAAICH A UMK DG IDC]
IMGVR_UViG_2870242069_000001|2870242069]287024207 1 {{<KAUIMMKK DL DDA KKK JKiaac
TemPhD_cluster 57790 DDA KKK JRHIKIICCHK KA O_—IbdNIDC
TemPhD_cluster 46495 DDA KKK KA KUK —_—md D]
TemPhD_cluster_39580_ DDA KKK JHIKTICCHI I DG
IMGVR_UViG_2636415599_000001|2636415599|2636438088 DDCK KKK IR CHII CRACIMIK b ——maIbC
TemPhD_cluster 57789 DDA I IMUAKITICHM AU K D
TemPhD_cluster_57755 DDA KKK IO I Mtk Ip D
MGV-GENOME-4426722 DDAK_— JIKKIC I < KT UMK DI IDC
IMGVR_UViG_3300028955_000002|3300028955|Ga0169715_100068 DDCK— KUK QKA UMK D IbC
IMGVR_UViG_3300045988_122680|3300045988|Ga0495776_113053 DD K KKK MU KO Ik Ib——mind
TemPhD_cluster_57824 DDAC_ KKK IR U K DI
MGV-GENOME-0282761 DD HUkAICHI I MK D I
TemPhD_cluster 46402 DDA JAKIKC UK KNI DD
TemPhD_cluster 57622 DDA KKK (KA (DAL K @b
TemPhD_cluster 46403 DDA KKK KO @b
TemPhD_cluster_58470 DDA KK AT (I 0 I
TemPhD_cluster_34951 DDCEEEERIKC AT KM D I
TemPhD_cluster_57866 DDA KKK R Ml AN
IMGVR_UViG_2681813311_000001|2681813311|2681884335 (K UMMM DM M Ikmaaad
TemPhD_cluster_58104 DDA KIKKICJUMIKIKICICH 4| R OMAK DI
IMGVR_UViG_2728369383_000001|2728369383|2728434729 DDA JAKICIMMKCIICCH A IRET itk @ DA DA MMMDAT
IMGVR_UViG_2728369405_000001|2728369405|2728434830 MDA KKK AT 4 UMMk oI EIDAT
IMGVR_UViG_2718218149_000001|2718218149|2718228695 DDA KK IR RAC DMK LA IDCIEA DUCK (O HDDKK]
TemPhD_cluster_58413 DDAEEEUIC_IMAITI Akl b_—a D
TemPhD_cluster_46480 DDA HERKICEIIAITCHI UM b_—md DX
TemPhD_cluster_28828 DK K KKK CHKI AN D I
TemPhD_cluster_39448_ DDA KK IR ORI MMM D L_d K
TemPhD_cluster_39451_DDAKC KKK MU (UMK P I
TemPhD_cluster_16773 DDAUC_— KKK JMRAITTHAUI MK DL D
TemPhD_cluster 57438 DDA HKKK MK QA kA i] Sh——d I
TemPhD_cluster_57739 DDA KUMKW B _—mdIDC
TemPhD_cluster_57597 DDA JKKIC UK AR MK D—_—d I
TemPhD_cluster_57605 DDA JKICJEIAITCH Ui C_—ma bl
TemPhD_cluster_46347 DDA JKKIC AT (KT IR I IDC
TemPhD_cluster_57722 DDAKT_— KKK MR i Ik b D
IMGVR_UViG_3300045988_146076|3300045988|Ga0495776_093617 [DDAK KK IHAIKICCHKI i i oo I
TemPhD_cluster_46457 DDAKT_— KKK MM i Ik b b
TemPhD_cluster_46553 DDAKT_— KKK UK Uk I b K
TemPhD_cluster_57736 DDAMC___ KKK QMK DI D4 I
TemPhD_cluster_46545 DDA KKK IAHAARICH A ik b IXK
TemPhD_cluster_57464 DDA KKK I I SO D4 I
IMGVR_UViG_3300044212_000020|3300044212|Ga0455833_0278 DDA JKKC_ IR QR ikt (b
TemPhD_cluster 57839 DDA KKK JRINICHI K 4 NHKKK DI I
TemPhD_cluster 46359 DDA KKKICIKMII QI KT DN DA 1D
TemPhD_cluster 57516 DDA JKKIC@IKKICA A4 DKkt bW DA IDC
IMGVR_UViG_2851443076_000001|2851443076|2851443078 DDCK KKKICKIHIKIATCH AIAT DI DM K
IMGVR_UViG_2718218496_000001|2718218496|2718229358 ({ (UMMM DC_OMDAC_——— KKK Jkmaaad
IMGVR_UViG_2922799275_000001|2922799275|2922799278 DDA KKK MK ¢ UMK G IO DY KD DD«
IMGVR_UViG_2896813311_000001|2896813311|2896813313 DDA KK @I MM b IDIRD Wi ) iDmmhad
IMGVR_UViG_2907875362_000001|2907875362|2907875367 DA KKK IR G M DM IDCIb
IMGVR_UViG_3300045988_132202|3300045988|Ga0495776_095269 DA KK MK MK D]
MGV-GENOME-0316919 DDA KIKKIKC_ UMK CHRMAC O DM 1D
TemPhD_cluster_46681 DDAC_— KKK IR KM DL
TemPhD_cluster_34740 DD KKK IUHICACC A I UMK I LD
NC_005857.1 DD KK RUMCKKICHH AR KKK ID LM I
IMGVR_UViG_2922855690_000001|2922855690]2922855695 DDA KKK KK (M OmaIDDMDMTDD WD) DEDDDIK
IMGVR_UViG_2808606811_000001|2808606811|2808653076 (I {KUICINKI DM IO (K0 DB ) D (i DDA 1 Imacac

' 30000 nt
Defence Virulence Anti-defence
I




