MGV-GENOME-0367077  DAIIMKIHIK_ICKICXICIIAAKHUM KA IR - I IMARKRRIMHAI KR SRR 110D
MGV-GENOME-0359084 DRI KIC IR IR RUAMTAK 1 ERCUIIMKIRHM UMMM K (DD
uvig_447666 DRI CKICXIHAIKHKI IR - CRRCIRKRRMKICKKHRHCIHC UMMM T N
MGV-GENOME-0371852 DX I IR KRR 4 ARIKIIMKUMMUEMMICIIMI KK (DD
uvig_21971 C KA KX - TR KM (DD
MGV-GENOME-0361782 DIDDNDA DRI I AARKIUM BRI - ECRCUTIIMAIRRMMHUATHHRMMMIK KM LRI |
uvig_391969 DIDONDA DRI ICKICHAARKIHUM A 4 ERCIIRKMKIIURKMHCM MM KR |
MGV-GENOME-0356688 I ICKCXICCHAMKHUKIN DKM ¢ TR KO 11 DD
uvig_70025 MK IIGRIAAITIUM AR RUUHTUNNN ¢ SAAI MMM K |
uvig_18493 CHMIC IR IR RN 1 AHCAHMARRMCHM MK ATt d 1 1DDODED Db DIDDDD
MGV-GENOME-0363901 DA I XA QUK ¢ RCIRMUKKUMHHTMIAMIGHM NI | 1DD
MGV-GENOME-0361832 (] DMK I IAAIAKIMA M KRR 4 CRCRTAKMRKIRMACHUMIMIMK MM Wk | 1DD
uvig 81219 {| ) D DAKKKIMCIMKC KR KA IAUMKKKK - KRCKIHDAIRKIHUAURKMM MK (1DDODED D
MGV-GENOME-0369240 DI KKK KRR 1 AKCIKKMDARCKIMHMCHk M Ak 1 1IDDODDD Dy
MGV-GENOME-0354158 DMK UK I HRTKK - AU I
MGV-GENOME-0360814 DU K XICCHICAURKIM I RN O TACTIMAKHAMMHMTIIRK MK D (DD
uvig_79386 KK XIACKKKIKIII AKX RMRRCIAIKKK - CRICITIIMKIKRRMCRMMHRMMIKTCXUAMMINIKKK KD (DD
uvig_144304 DD DA XA KR IHMCKTIA I4 TRCRTIMARKRHIMK MM (DD
MGV-GENOME-0360128 DI I KIAHAAKIU T KA IRUUTHAMI A UK IIMKKHUKMTUMIK ST (DD
MGV-GENOME-0362226 (] DA AKX IR 4 GHCIKIIMAHIHTMME MM KANDD
MGV-GENOME-0360346 MK KA KM 4 CRCRKMUHIMTMTIMMHIACCIMM ik | 10D DD
MGV-GENOME-0365643 DIIUMMCI K KA A IAAMCIIM 1 SHCRFIMIIRMMAHHMAEA I (i (DD A |
uvig_502516 K KA A IR 4 AR IKIKRHIKMAHMCMCUMIKITIIUN WK 1 DD
uvig_564199 K AU M ARK IR 4 CRHCIRHKIMCKIIRRMCHAMMIKCCICHM
uvig_104415  KKICKIKHKIKIUT MR <4 RCRKKUKIHHCCHCRIRIAK I K
uvig_552427 UK KIACRAARKIUTIN I IRCRURIKK AN KM
uvig_565120 KM AAIHAAIKIUN I KRR T RCIRIIMKKIKRHH MK
MGV-GENOME-0369363 D@DDDDDDDDM DRI GGGGG@GMMGW CRCRRRIKHIRCINA < CARCIKIAKMCRIKRHRAKKAMCHRRRAACCIM ki (DD
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