IMGVR_UViG_3300029856_000290|3300029856|Ga0245296_100098|18755-157975 DOHMMMB DI ID M HECORRRCCHOKHEKRORKARHERIAGA CRNoKK(ARMMMN 11 D
uvig_206002 DHHMPAMPE_ACADICID DAKHCQINI KON KECIECHRMRHRMMRRIERION SOROKKIORGMRMINE 11
MGV-GENOME-0374570 DN SIADI_1D MMAKHNCINCICHKHRORKARMBCN SARKKmmg 11 D
IMGVR_UViG_3300045988_142724|3300045988|Ga0495776_168663 DM IOMIC 0 MMMHINKCHCIKMMMEHI Hkiokambm 101
MGV-GENOME-0374478 DRDNMMMIY_IIDIC A DCHHMICKHCICKAMCH MR (K OMER 13 Db
IMGVR_UViG_3300045988_153198|3300045988|Ga0495776_011056 (MMM DI I DI I IRICHOCKKKMOMMRHANA (RAMGGHMMN D1 D
MGV-GENOME-0374663 DIMNPIMIL__ICADID AR IA8URMCICHCCIHKCHROHRIAIN (KHBKKHUMMIN 121 D)
MGV-GENOME-0373346 DN IOADIID A 1H8CUMMICHCCHKCHHKMARMRASH M 14 Db
MGV-GENOME-0374834 DML IOIDICID DA NIHRCHRRRMCICHCICIREROKMMERANCA SONRAOMMH 11 D
uvig_382141 DOMMIMNIOIDITDIDDIEQMABICHCCHECKBKMRMMERIEY CRORRACHIMNN 10 Db
uvig_380759 DIMMDMME_ADAID DRNSHORBKCKIOKCMRUMRRNMKEA RO 11 D
IMGVR_UViG_3300029445_000001|3300029445|Ga0243741_1000147 DM IODICI0MCQIKHMIKHCICCKCMIOM QALK QRIKT0MMAW 101 D
IMGVR_UViG_3300029435_000001|3300029435|Ga0243745_1000066 DM SIOIIID I IHGHRAMICICICIEKKMORMMEHHIEC SRIMMKCHMN 101 Db
uvig_454603 DIDMMMPE__AADIID ARG HESCKIHOMRCNCIXKKAUMRMAMIAMERIN OCHMKHIMRAM \C) D>
IMGVR_UViG_3300029788_000157|3300029788|Ga0243743_1000049 DM MDA A0 KID 1 HEHURCICHOCHERURMIMAINKL SITachinten 101 5
uvig_441994_ (DM AADAEID UMKIHRAMCKHCICKKTMMAEHBN SARIKCHIMRRM 1) D>
uvig 2456071 |FHKGURAMKCHCKIIRKKHKOMMN KRR OKNKGRIIM (L) DEDDRRIIE__AAI_IDIKHCI
MGV-GENOME-0374536 DML IOIDICID DMK OMCHICIRKCHRURANCRREIH CHOMRKIEOMAN ) 1) Db
Kang_0027_STO01_A NODE 3 length_132679_cov_70.698230 DIMMMIIIDICID N IKHERMMICHOCEMRMUMN GRaKWmI 101 D)
MGV-GENOME-0372993 DML IO ID MR RMICHCCHRCMOHKMRHAN RUTH Db
uvig_460595 DIDMMMBL_ A IDIMRIURAD-AGAHNoCRBMCHCICXKMIRANIN ORI RGN 00 D
uvig 450876 DDDWM NIMWMGGWGMWW4M ROMKAWMN 11 2
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