TemPhD_cluster_34367 DUIICIMADINDIKKKMDM DA DMPDIMIMOMKKIHAI DN DK UK
TemPhD_cluster_54802 DUIICIMADIADHKCKIMDMDAH DMPEMHIMOMCKIIA D | K AKX
TemPhD_cluster_54856 DUIICIMADINDHKKKMDKDI DIMPDMMDIIMIKIIADACK | i IKI AKX
TemPhD_cluster_54766 h{CICIMIDINDCKIKKIDIMDN DIMDIMMIMPIMMRIIDACH | K ST
IMGVR_UViG_2537561978_000005|2537561978|2537613182 DAMKICIMUDIN DKM HDMOMMOMMARIIDAINT i MATA MU
TemPhD_cluster_54861 h{(CICIMIDINDTKKKKKIDIKINHDHMDDIMDMORKKIKI DI I KM MIMAKKICK]
TemPhD_cluster_45453 ) KK MEKKKKKIDKDATRMPEIDIDIDIKIADACN  IHIC I ORI
TemPhD_cluster_54733 ) qKIKCIXKIDAME}TKKKKKMDUN DI DIMPDIDDDMDRKKIIDCKH b i IRIIICHEREKIAKK
TemPhD_cluster_55077 ) QKKK WEXKKKKKKOMIKOM <HMPMDDIDIDDINKEI DK ) ORI IRIKIKOCHCKM OMCHAICK
TemPhD_cluster_54892 ) {KIKIMIDWEXKKKKKKM<IKMN DIMPDDEMPMKKIEDCN I QG h kKK
TemPhD _cluster_54908 ) {KKIKIMKIDMEXKKKKKKIDIKIMOMMDDDHDHPIMKKKIDCN | b DRI AU IMCIKACK
TemPhD_cluster_54790 KKTKINIDINEXKKKCKIDIKOM OIMMPDDIRDIDIMKKKINKI DA ) ki IKI SGCH O MK
IMGVR_UViG_2667527592_000002|2667527592|2667545561 D AU INADMEKKKIDKNAOMIDDIMDIMIRIIDT M akacx
TemPhD_cluster_54940 D {CKIMPMEXKKKKKKI}IKNM DIDMDDMMMDI KKK DA | ) iR S MMCIKKCX
TemPhD_cluster_54860 ) {KCKIMKIDMEXKKKKKKIIKIM DNDMDDODMIDIKKERDCH | ORI IKI SR MRCIKKKCKI
TemPhD_cluster_55048 ) {KCKIMADWEXKKKKKKMKOMDMMPERMDOIMMAIKKEADACHN IR
TemPhD_cluster_54779 ) QKRNI MEXKKKKKIDIOMDMPDDIMMMMKKKIDN - ORI IRTCRMA  MHCRIKK
TemPhD_cluster_54806 ) {KKIKIMKID MEXKUKKKKID N DMPDIIMMMMMCKKAKID I I O MUK
TemPhD_cluster_54827 ) (KNP MEXKKKKKKIDIKIM OMPMDMMMMDKKIKIDCCH 4 DI IKI IACACKIDMCIKKAKCX
IMGVR_UViG_2693429713_000009|2693429713|2693464330 ) QEIIMIDINDXIIIDIKMOIMBDIDIMIIKIIDAN T I IAEIMDMCIKIKCK
TemPhD _cluster_54956 ) {KCKIMIDMEXKKKKKKIDIKOMONMIDDMMDMPMIKKAKIDAN T b <K UMK
IMGVR_UViG_2925908680_000001|2925908680]2925908682 ) KK I KIDM DKM DIDOMOIMMOMMIIDAN I D AR O IDMCIACK
TemPhD_cluster_54878 D(KKIKIMIDINDKKKCKIKDA<DIMMPDMMMIMMMREKKIRI DA D R IKIIATUCDNCCK
TemPhD_cluster_54701 DKTKIMIDIND-TUKMKDUIOIDIPDMDIMKKUIDCAN 4 kI ICAUCHOM K
uvig_254592 ) AUKCIMADIMKKKKCKKIDKDA A OMPDDRDMPIMKIHKI DN M IRIIKKHCPHCIRKAKCK
IMGVR_UViG_3300029828_000006|3300029828|Ga0244885_100187 | {KIKINADMDKKKMM DA OMMIDMIMIMIKIIAD N M DGO IEIX
IMGVR_UViG_2724678985_000012|2724678985|2724688524 | YKCICINAMMNDLUKIDIMA OIAIDOIDIMMIKKIDK 4 S MDA
TemPhD_cluster_54780 h{((KCIKCIMIDINEDKKKKMDIKII DNMPEIDIMPIMKKKII DK kI SICKHCHDHEKKCK
IMGVR_UViG_2681813233_000007|2681813233|2681870711 MUK IMIDINDCTIHAMNIKN QI OMIOMIMIMIMMIADATN Qi Maaaiaia
TemPhD_cluster_54846 ) (KNP MEXKKKKKIIIKDNEOMIDIDMMPIMKKAEIDACHN KIS PRTIKKKCX
TemPhD_cluster_45524 ) QKM MEXKKKKKKMIKARIOMMPDIDMDMMIKKKIKIDACIK I IKIIKKKMDMCRAICK
TemPhD _cluster_54873 ) QKCICIMAPIKKKCKKM I DN DIDMPDIDMMMDM DA 1 1 01 < (T
TemPhD_cluster_45503 DKKKCIMIDINDKKKCKIDKMK D IDIIDHIMKKERI DA 41 kK ST
TemPhD_cluster_54800 KKIKCIMIDINDXKKKCKIMDIKIKI DO IIDIIICHMKKIKI DA 4 kI AKX
TemPhD_cluster_45549 ) QKM MEXKKKKKKID<IKIAI CMPEIMDIMKKIDN 1 I SKARCHINEKEKKAKCX
uvig_331418 PAKKIIMIDINDKKKKMDKDATIMEDIDPDIIKAIDAC 4 IR KKK
TemPhD_cluster_54615 ) GNP MEXKKKKKKIMDIKMI OIMPIDMONMMKKIIADIU 41 ) DI SAKICKIDMCIKACK
TemPhD_cluster_54696 ) {KCKIMKID WEXKKKKKKIMDKINKH K OMMIDIIDDUIKKIA DU 41 D NI IKKIRCKPDMCIRKIKCK]
TemPhD_cluster_54765 ) {KKIKIMID WEXKKKKKKIDIKDAKH OIMMOMOIMKKAADN 4 ik IKIIICACIENCIKKIKCK
IMGVR_UViG_2541047860_000002|2541047860|2541175602 ) QUMD MEKKKMDKMAI OMPOIDIMKKEIDIN 4 i IKIIAUCODMMCIHDN QKK
TemPhD _cluster_54803 ) {KKIKIMID WEKKKMPKDAH IO IMIKKIDCK 11 N IKIIIAUICIDMCIKKIKCK
TemPhD _cluster_54817 ) (KKK KIDINEXKKKKKKIDKICH KHDIMPOMDD OMIKIKIDCHK - K SKKMCHRCHMCIRKIKK(
TemPhD _cluster_54816 ) (KKK KIPMEXKKKKKKIDIH KHTAMPOMD OMKIIKIDC N DRI KICHARCHIMCIKIGKK]
TemPhD_cluster_54855 DKKIKIK KIDIMDKKKKKMPKIKCU DIPIND OMKKIIDN I DKISICRACHIMMCIIAKCK
TemPhD_cluster_54833 DKKIKIK KIDIMDKKKKKKINDKMRCH N MPDMDIMKIIIDC N I IKIIIRKCIMCIKIKCX
TemPhD_cluster_54913 ) KD MEXKKKKKKIDIKMAIKT OMPDIMDIOMKIKKIDCH 1 DRI SRAUCHIMMCIKKIKCK]
TemPhD_cluster_54897 ) {KCIKIMIDMEXKKKKKKIMDKMKI KT OMPDMIDIMIMKIDCHK - MK A KKK
TemPhD_cluster_54927 ) QKNP MEXKKKKKKIDIKMAIKT OMPDIMDIMKKUKIDK N IR MK
TemPhD_cluster_55003 ) {KICTKIMAD MEXKKKKKKINDIDAH DIDDIMID OMKKAADI K NI IRRCKIMMIRKIKCK
TemPhD_cluster_54934 ) (KKK KIDMMEXKKKKKKINDKDACH MDD OMKKAADCH K- D SR MK
IMGVR_UViG_2558860434_000005|2558860434|2558888911 ) YK IMADMDKILMMDAAI OMDMDIMKIKIADAAN - QI MK
NC_050154.1 pAKCKIMADIMOKKUKMDIKDAU DIMDDDIMKKIDIU K DK QRO
TemPhD _cluster_54851 ) {KKIKIMIDMEXKKKKKKIDIKMCK DMPOMPMMOIKKII DI - I SGTMACKIDREIKAICK
IMGVR_UViG_2563366947_000002|2563366947|2563398428 ) KK IMIDIMDKIKIMDIKMA I DMPOMIMIMIIAIDAIN i IDIIAAAIDNCIHKAC_K
TemPhD_cluster_54618 DKIKKIMIDINEXKKCKKI DKM KM DMPODPDIPIKKHIKIDACH 1 DI
TemPhD_cluster_54626 ) {CKIMADIN IDSKRKHHDMPDPIDIPIKIKIDCK DI IKIRKCKOMCIKCK
IMGVR_UViG_2537562161_000003|2537562161|2537631729 ) {CKINADIN IDCKOMIDMDMDIMIKKIDIIAN | I DI DN X
TemPhD_cluster_54869 ) {CIKCIMADIN KD DMDDDPPMDUMIKIKI DN D DRSO K
TemPhD_cluster_55007 ) {KCIKCIMADIN IDSKDHOMPDIPDIIKIDHH - DRI OMCIIKCK
TemPhD_cluster_45562 ) {CCHKIMADIN IKIKDU DM IMIPIRIIDCKIK . K KD IRKCK
TemPhD_cluster_45561 D {KIKIMADMMEXKKKKKKIIKDA DMPE IMPIKKKIKIDAK ik DRIKKAMOMCIKIKCK
TemPhD _cluster_54952 ) (KKK CIDIMEXKKKKD U DCUTIMPOIIMMKIMAIDNN IR IIKICHDNCKIKCK
TemPhD _cluster_55022 ) {KKIKIXI IDINEXIKKD DA DIMPDMIIMMIMKKIIDN I QUMK
TemPhD_cluster_54893 ) {KKIKIKI CDINEXIKKMMIKAIOMPDDIDMPIMAIMIDIUN IR KAUCUINCIK KK
IDIKOMDIMPOMDIMPIRIKIDCN IR IR
{ IDIKOMDIMPOMDIMPIIKIDIN IR QGHCHIXKKCK
{ DO DMPDIDMIPNKKKIKIDC - kIR SRR X
TemPhD_cluster_54691 ) {CCHKIMIDIN DN OIDIPDIMDIMIMIKKIDC KKK
TemPhD_cluster_54938 ) {CCKCIMIDIN IKIKON DMPDIDIMDIKEIDCCH . kI DRI I D KKK
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TemPhD_cluster_54988 ) {(CCHCIMADIN IKIKOMDDRIDDMMPIKKRKID KM I IR MK
MGV-GENOME-0355506 | {KCIKIMADINEKKKKKIKN IHDIDBDI PIMIKKKEIADAC DK AKX
IMGVR_UViG_3300045988_131606|3300045988|Ga0495776_006488 ) KKK IMIDINDAIKKTN ONOMIDOIMMMMIAKIADAN T K Qaaadakcax
TemPhD _cluster_54994 ) QKIKIMID IRKKICKKDIKDR KHDMOMPIDMPIMKUIDACH K S
TemPhD _cluster_54777 ) QKM MEXKKKKKKIMIKOMCHAMDDMMDMPIMCKKHKIDICHI D RIS I AKX
TemPhD_cluster_54829 ) DKKIKINKIDINDKKKKKKIKKINI IMPODMIDIMPIARIKIDCAN . kI
TemPhD_cluster_550071 DKKIKIMADIMDKKKUCKIDIKMA DIMDDIMDMMMKKKEKI DN K IKICACHIMCKKIKCX
TemPhD_cluster_55193 DKTKIMIDINDKKKCKIIKONM DIDDDIMMMMKKIIDAN . i DRIKIKRHI KKK
TemPhD_cluster_39008 ) {KKIKIMIDMDKKKKKKIMIH DA IKOAMPDDIMDIMPMIIIDICHN T IRIIKKRCHIMMCIKKIKCK]
TemPhD_cluster_39007 ) {KTKIMIDMDKKKKKKIMIU A I<ORMPDDIMDIPMIIKII DN i IRIIKKRCHIMMCIRKIKCK(
TemPhD_cluster_54930 ) {KKIMIDMDKKKKKKIIU A I<ORMPDDIMDIPMMIAII DN i IRIIKKRCHMMIKKIKCK]
TemPhD_cluster_39009 ) {KKIKIMIDMDKKKKKKMIU A I<ORMPDDIMDIPIIN (DN K i IRIIKKRCHMMKKIKCKI
TemPhD_cluster_54884 ) (KM MEXKKKKKKI MDA OIMMDDIMPMPMIKIIKIDAN I KIKKAAUCH MK
TemPhD_cluster_54874 ) GNP MEXKKKKKKIDH DA DIMDDIMDMPRRIID K I IKIAUCH O KKK
TemPhD _cluster_45536 ) {KKIKIMIDMEXKKKKKKIMIKDAKIDMPOIMPIMDMIKIII DN NI IRIIKIKUCHIDMCIKIKCK
TemPhD _cluster_54748 ) {KKIMIDMEXKKKKKKIKIKIM OMPDIMPMPIIKKKEKIDAAN DK ST ) d4iCHIICK
TemPhD_cluster_55037 DWKKIKIMIDIN KKK DIMIMPRGIEIIDTK DRI b KKK
TemPhD_cluster_54863 D{KKIKIMIDINDKKKCKKIIKDAI GIMPOMDIMKKIIKIDAAN RIS GCIIACK
TemPhD_cluster_54916 D {KCKIMADMEXKKKKKKIMIKON (<OMPEMDIMMIKKIKIDAAK . MK IKIIKSCIM O MK K
TemPhD_cluster_54728 ) {KCKIMIDMEXKKKKKKIKIDD DIMPDIDI MDD I IR MUK
TemPhD_cluster_54914 hKCKCIMIDINDKKKKKKIDIKDIU DIMPDDMMMMKIAIADHA 4 kiR SO MEKKCK
uvig_175348 D AKKIIMKADIMKKKKKKKIIKD (<DIIDDIDDIINKIKI D 4 KKK
TemPhD_cluster_55115 DKM WOKKKKKKIIKOM DIMPODIPDIMCKIADIH I kNSRRI IRKIKCK
IMGVR_UViG_2925939204_000001|2925939204]2925939206 ) (KKK KIDIWETIHKMDIKMHDIMMMOMMDMD KIMRUID | b DRI CATAAUCHIMCIIKC_K
IMGVR_UViG_2579778660_000001|2579778660|2579797789 ) AICIMADINDCIKKIMDIMN (OMIDDDIMIDMIIIDAN 4 Ak WA K
uvig_542746 DARINADINDTIKMDIMI DIDMPDIDHOMDIMKKIRI DA 4 Ik IKIIKAICK
IMGVR_UViG_2681813421_000002|2681813421|2681896079 ) K IMNADINDTIKKIMDKNA IMBDIMDIMARIIDAA G i I dEOCICICK
TemPhD_cluster_54633 DKKIMIDINDCTIKKKKIDKMHCIDMIPOMIMOMIKRAADCN N I IETACHUMAIKICK
IMGVR_UViG_2654587674_000003|2654587674|2654598834 ) K INMADINODCTKRKKMDIKMADIMMMDMMEMMMIIDCN . ki IR AGMMIAKKC_K
TemPhD_cluster_38999 D AU IKKKKKKD HONCH<DIMMIHDIND MOMDOMKIKI DI | IRk KU (KKK
uvig_396021 [ CURKITIMKIDIMKKKKKKD UDHAI DM DI MHMHAMKKKAADI 1D i IOkIKI I KKK
TemPhD_cluster_54679 D QKICIIMDIMKKKKCKKMM I DU DODPDDMINDMDMMKUKIDICHA b KKK
TemPhD_cluster_54915 ) {KCICIMKIDIMKKKKKKD I DI DMPIDDID MOMPMIMNKIETCICH | ik SN A
TemPhD_cluster_45520 ) QKM KIDIMKKD DN DIMPIDDMDIDIDIMMMRIIDICHA | D I KMIIIMACKI (CHAKCK
TemPhD_cluster_54838 ) QCIIMADINKKKKD CUDHD DIMPIDDIDDMDIMMKRIAADICH | D IR
TemPhD_cluster_54690 D QUKIKIMKIDNIKKKKKKIDUDHCHTMMDPMHDMPAIMCKIKI DI D IR A
IMGVR_UViG_2579778606_000002|2579778606|2579790174 | QIIKIMIDIMAKKD O DMMPDIMIMDMIKIDN D iR
uvig_577298 DKM DI DINMPOIMMPOMPHMKHKIDICNA b KKK
TemPhD_cluster_45487 | {KCIKCIMIDIMKKKKKKIDIUKNQ SMMPDIIDIDMDNKIHKIDCHA | D kX AP (AKX
TemPhD_cluster_54782 ) {KICICIMAPIMKKKCKKIIUDHI EHPIIPEID IDMDMKKIKIDCH | 0K ST KK
TemPhD_cluster_54707 ) {CIOMIIDIIKKKRKKIIHING CHMDIDIIMMDIDAMKKIERIDC | D IR RN
IMGVR_UViG_2703718817_000003|2703718817|270374099 1 D A-ICIMADIMKKKD UM DIMIDDMMOMDIMKKIAD D i IEIDMIHIMCIICK
IMGVR_UViG_3300029736_000004|3300029736|Ga0245186_100356 | {KICIMIDIMKIKD MDA DMMIDOMIMDIDIMKADN D i IMAEIUHMCIAA K
TemPhD_cluster_54849 ) {ICIMIDIDKKKKKKD S ONH DI IDIMKIEKIDCKI | D I J0KIIRRIIRIRCRIMCRRAIKCK
TemPhD_cluster_54850 ) {KCICIMKIDIMKKCKKKIDIDHIIDIMMPDIMIDIMPIMKAKIDAIN | b I SR AL
TemPhD_cluster_54879 ) {KCICIMKIDIMKKKKIDHDHIIDIIDIMIPDIMIMKRII DI | Hi____J0K ST KK
TemPhD _cluster_54903 ) {CITIMKIDIMKCKKKIDIDHA| DIRDODMDIMPINHKI DI b kI S K
TemPhD _cluster_54894 ) {UKKICIMKIDIMKKKKKIDHDHI DIPMPDDMMKKAIDIC 1 IOk ST KKK
TemPhD_cluster_54982 DUKCICINADIIKKKKKKIDIDHOMIDDMMIIMKIKIDICHA | I IO
MGV-GENOME-0360060 [ (KKIKIMADIKKKKKKIL DI DOPPDDIDIMIMNCKEA DA b 0K IO (A
IMGVR_UViG_2541047873_000001|2541047873|2541176207 ) QKUK DU DDA D I IOk K
TemPhD_cluster_45499 ) JKICITMIDIKKKCKMD-I DUMTIPDOMDIMMMKHKDC T RIS DO KK
TemPhD_cluster_45498 D {KICICIMIDIMKKKKCKMDI DUPIPIDOMDIMMMIKHKIDICH | I DRI SO DA
TemPhD_cluster_54828 ) {CICIKIDIDKKKKKKD KON DIMMIDDND IDIPIMMKKIADICHA | b I IRKIIIM IR
TemPhD_cluster_54551 D QKIMADINKKKKKMKDIIOIDMIDDPDIMD I MMKKHKIDIUN 1 b I QIRHINOMCIKKCK
MGV-GENOME-0357746 DKKIKCDDKIDIMKKKKCKKIHMKDHI DD POMIMKRIKIDIUN! ) DRI
TemPhD _cluster_54857 ) {KICICIMAPIMKKCKIMDI DI DIMIPDIMCIAIKMKIDNN b IOk KETIAHMAKTACK
IMGVR_UViG_2579778880_000003|2579778880|257982755 1 ) AU I IMIDMMKKCKKMD M T DIMMIDDI KA D I TR ASNCIIC KK
IMGVR_UViG_2571042445_000002|2571042445|2571113915 ) I XDIMKKKKMMY DM DMK D D T IR AIRCHIMC KKK
TemPhD_cluster_54868 | {KKCICIMKDINRIKKKMM M DMPDMCIAAKAKIDCHKT b 0 SRR
TemPhD_cluster_54797 DUKCICID IKKKKKKIND3I DM O IRk b IOk ECETRIKCK
TemPhD_cluster_54466 ) GUIKCIMKIDDRKKKKKKIND <K PIMPDIMICICKRKKIDICHA | b <l IOKKIKT DI
TemPhD_cluster_54667 ) (I KIDIDKKKCKKMH DM DIMMMIDDIMKCIAKAKIDK D i J0KIIACDMMCIIMCIRIIKCK
TemPhD_cluster_54926 ) {CICIMKIDIKKKKKD M DIMPIMDICI KD ) ik IRKIKIMICHIMCIAKK
SAMN11031370_a1_ct630 ) FKKKCIMIDH IRKKKKKKADSKNKH KHOMMMPDMMDIDIKKIDCHA I IORIKIII DI A
IMGVR_UViG_2913177423_000001|2913177423|2913177447 ) QUK IMADI MK DUAIDDIIMIMMAKUIDAN (I QAKX
TemPhD_cluster_55788 ) {CICIMKIDIMKKKICKI CRMADIMMKKMADAAN I ICKICHMMAKKICK
TemPhD _cluster_55818 ) {IKICIMKIDIRKKKKKKI CROMADDIMMKIIDCN | I IIAICHMMAKIIKCK]
TemPhD_cluster_55487 ) qIICIMKIDMKKKKKKKI COMADMPIMPIMKIDAICHA | M IIKKHCHMNCIKKCK]
TemPhD_cluster_55463 DKICIMIDINKKKKKACKOMDIMMDORMMMIADN | D UMK
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