MGV-GENOME-0357176 ) DDDMMKKIA P IDHEM WOIEMKD KK DRI SHUKMKIDIDDIIIN. KW
MGV-GENOME-0358632 ) DDDMMKKA P IDHEM MO KK IDKID UMM KIDIDIIIIN. KA
MGV-GENOME-0360925 DIEPDEMMNKI MM DNE MO0 DMK DACHKUCDEDCKKKOMDIN X
TemPhD_cluster_54958 DPDDDDIMKKIMMEIDHMEMMEA KKK IKKIKIIXICKIKNEDED KK KIDIDEIN CXID
TemPhD_cluster_54898 DPEDDDIMKKIAMPE DMED MDD KUK I CAKKODED KKK KIDIHEN - KD
TemPhD_cluster_54811 DPDDDDINKKIA MDD MO KKK DA KIHDDLED KK KIDIBOIKIN | (CKIDM
TemPhD_cluster_54761 PPDDDDINKKIAMPEIDHEDN DI DO IKKNKIXICIKNEDED CXUKIDHDIXIN X
TemPhD_cluster_54984 D)DDDDIMKKIMDEADHE ORI KT MKKI DHUHUODEDKKKKDODMIN KA
uvig_469419 DIPDDEDIMKA MMDEDHDM NI A0 DX IKKIKI X KHRHUODED A MIDDOKIN KA
TemPhD_cluster_54758 pDDDDMMIKIIMDE DM MO K WD AKIDAKIKMEDED KX KIDMDIXIN X
uvig_71109 PEDDUMMIKA MM DM KM MK DAKMODED KM KIDIDEIN XD
MGV-GENOME-0349476 ) DD DDPMBMOIC KD KM KUI IDKMHIMMIUIKKKKIDIDEA | I
TemPhD_cluster_54747 PMDDDDMNKKKI D IDHEMIMOIEIIKKT___IMUKIIDI CUMCDED KK MEPDIKICH T KW
TemPhD_cluster_54760 pDDDDMNKKUMDEICHEDMSMOIIRID KL IKKAKIDIKUHODED KKK MEMDIKTA | CKID
TemPhD_cluster_54807 DDDDDIMKKIKI MDEIDHEMAMOI KO KT KKI DI KIHDDED KKK KMEMWDMIIN KD
TemPhD_cluster_54871 PPDDDDIMKKAMMEADHEIMOIICK KL WKAKI DAKKKHUDDED KK IDMDIIIH| KA
TemPhD_cluster_54694 DPDDDDIMMKKII PP MM DX KU DA KIHDDLED A MIDIDKIN KD
TemPhD_cluster_54699 DPDDDDIMMKA D DO MEINA0 DM IXI AKMDDED KIKUKIDHDIIN KD
uvig_22549 DPODDDIMKKIAMDEDNOMIMIIEKKIO KT MAUAINICKIKMMDED KR KMDIHDIIN . XU
TemPhD_cluster_54825 D DDDDIM(KI MDEIDHEN MOIEKOKKT____MUKIIXAMBDED KKK KIDIDIAG. CKIDh
TemPhD_cluster_54769 DPDDDDIMMKCIMIDE DM MMM K WA DKUHDODED KKK KIDHDIXIN | CKID
MGV-GENOME-0348064 NOD DD KK KK WU IDHKHMKMKIHKUDIDIIN. KA
TemPhD_cluster_54767 JODDDMMMKIKI MDEIDME) IOIEOMMO K NNKI DHMCODED X KIDHDIIIN T KU
TemPhD_cluster_45500 pLDDDMHIKI MDEIDHEMEA MK MUK DAUMPDED KK MPNWDXIAD KW
TemPhD_cluster_54682 PPDDDDIMMKII PP ¢ MO Q0D IKUKIDACKIKMEDED €U KIDHDIXIN - KD
TemPhD_cluster_54729 DPDDDDIMMKKKIIDEIDHOMD DI DX MK DAKKKODED KKK MPMDMIN CKID
IMGVR_UViG_2778261224_000007|2778261224|2778291704 DIODDDMMKUIMINEDIDIDD MNOIEOKO ST OIKAUA DA U 4K DMK CKam
TemPhD_cluster_45513 DPEDDDIMKKIMMEICHENMOMKI KT IDNKIDI KRHODLED KKK KDPOIIN KD
TemPhD_cluster_54974 ) DDDDINKKAAMDEICHDM IO KN KT MK DAKIKKODED KK PHDXIN T KD
TemPhD_cluster_54819 pDDDDMIMKAMDEDHEMAMOEIEK KT MK KUHODED KK KIDHDKIN KU
TemPhD _cluster_55041 ) DRDDMIMIKII P IDHEDIMOEAIOKKT___ MK DU T I MDPOMUIN KD
TemPhD_cluster_45542 ) DDDDDINKII P IDHEZDMIMOICOKMK___ M IDUIMN ) KA KIDIDEKIN KA
TemPhD_cluster_54671 PMDDDDIMNKKKE M IDMEDMAMOIRID KA I M DO KK KIDIHERKIN T KIDN
IMGVR_UViG_2778261510_000005|2778261510|2778316825 DDDDOMMKKI M ODHEMAMOIOKMO DA M MDA GHIDDED I MDA <K
TemPhD_cluster_54445 DPEDDDIMKKND MWD IDHEDMAMII) DO KT WK UM DDA MDWOXKIA KW
TemPhD_cluster_54517 D) DDDODKKI PP DM NI KL MKAKI DHHON DDED KK KIPHDXKIN I
TemPhD_cluster_54490 DPEDDDMMKKA MDD O OKKT___MKIKI D KIHOPDED KK KIDHOMKI A CKIDI
TemPhD_cluster_54976 DODDDDINKKI MDDECHEMMOIEOMIOKKT____ KA DA MIKIKIDIDIXIN XD
TemPhD_cluster_54597 DPDDDDMMDIKKII PIDEADHEMINOI KUK IKIKI D KUHDDED 4K KIDRDIKKIN - CKIDW
TemPhD_cluster_54448 D)DDDDMMIKI MM DM MOIEMAKK___ KK DAKIHDDED KKK MDD CKIID
TemPhD_cluster_54653 ) DDDDIMKKA WDEADHESNINOICOKAO G MWD D KKAKIDACKUUDDDED KR KIDIHEIN CKIDD
TemPhD_cluster_54647 D)DDDDIMKKINBHIEICHEDMAMOIKO K IDKIDAKHHUDDLED K KDHOMIN I
TemPhD_cluster_54625 D DDDDMNKKINDHDEIDHEMAMOIN DOKT___ KU I KK DDEDXKM MDD KD
TemPhD_cluster_39000 PMDDDDIMNKKKIMDEDHOMI O DI KK KHHODED A KIDDMIIN T KU
TemPhD_cluster_54882 pLDDDMNKKI MDD DNOMMOIICK K I DAKIHOMIEDCKKKIKEMDIH KA
TemPhD_cluster_54409 DPDDDDIMKKIAMDEITION 4 € MOIKKO KT K CTPMHKI DAHHNODED KKK KIDHOIKIN - KD
TemPhD_cluster_54995 DODDDMIMKKI MDDEDDIEN INOIDOIIMKT___MAKUNIIAKHN MK KIDIDDIKIN XA
TemPhD_cluster_54981 PIDDDDIMKKAPIDEICHEONUPOIN DOKKIL___NDEDAK DAKIKMHKIKKK MIDIDDIKIN KD
TemPhD_cluster_45541 DRDDDDINKKI PIDEICHEN WO DOKKI___NOEDHK DMK IDHDRKIN KD
TemPhD_cluster_45540 DIDDDDIKKA PIDEICHEONUINOI DOKKI___NOEMK DAKMMRKKK IDHOMKIN KA
uvig_418171 DHPDDUDMKKK M DMK IDKIKNIDIKHCHMUIRHIKHEKIK KIDWDKIN | XD
MGV-GENOME-0356379 DIPDDUEDIMKIMIDE DD LRI KD KM DRI X
TemPhD_cluster_54439 D DDDDMNKKI PP IDNDA d IO DOPDA DA IKKIKI DAKKIHDDED AIKKKIDOPOIN | CKIDW
TemPhD_cluster_39003 DIDHDDINKKKI PUDEACHIDM W) DOKKI___ N DAKHHMMKKKK DMDKIN XKW
TemPhD_cluster_54241 DMDDDDIMKKANDMDEATHEM® IO D<K DIDU DAKIHUDDED KKK KIDIHEAKA4 | K
TemPhD_cluster_54961 XODDDIMNCKKKI M IDMED MO KKK IDIDXI A CKID
TemPhD_cluster_55025 XODDDIIMKKIKIIMMPEDHIEEMMMOIEKN K MEOMDIKAKT DAHHEMRIKIDDEIN KD
TemPhD_cluster_54533 D)DDDDIMKKIAMMDEICHEMMNIIENA ORI DAKKIKMDDED KR KIDIDEII | CKID
IMGVR_UViG_3300029415_000001|3300029415|Ga0243378_1000162 DODDOMKKA MMM MMMOI) IKDO KT OMKAIADACHADDED AU KDMOMIIA ! XM
IMGVR_UViG_3300029516_000004|3300029516|Ga0244799_100152 DDDDM KD IONE DMK KT WO DUMODDEDCIU DM KM
MGV-GENOME-0353305 PIPRDUDIMKKI A INOIC KKK DKM KUK IDPORAT | KA
uvig_229134 D)EDDEDIMKKMDIDL AT MO KT KA DIHAMMRKIKKK IDMDXI 4 KA
TemPhD_cluster_54355 D)DDDDIMKKANMDE MMM DK WKAKIDIUMMPDED KKK MDHOMKIN KD
TemPhD_cluster_54847 DIDDDDIMKKKI PIDEIDHEM MO DOKKT___MOEKI I KUK OMDIIN. KA
IMGVR_UViG_2636416131_000001|2636416131|2636593100 DODDDMMKKAMIMEODNEMAMOIEOO KT M DA A DOEDIUMDMOM}AN X
TemPhD_cluster_54335 PLDDDMMKKAMPEDDNON | M €1 0 K NOEHKEDHCHMMAKI DMDIIN KD
TemPhD_cluster_54718 DPDDDDIMMKIKIA PP AN IMDIEKKO K IKAKIDAKUCHKKICKK KIDIIDII | KA
TemPhD_cluster_55256 DPDDDDIMKKAMMEICHEDN WHIENKO DI CKEMMMMICRNKAKDRDXI A SKIDD
TemPhD_cluster_45525 PYDDDDINKKIAPIDEICHOM BRI K NOEXUT DU KIDMDIN KD
IMGVR_UViG_2526164662_000021|2526164662|2526182896 DPODDDMMKMKI MDD 40T O DATDAMMRKADMMIAA M
uvig_307493 DHPDDUEDMIHIA DDA KT KK IDAKIHAUKKKATR IO XA
IMGVR_UViG_2875713109_000001|2875713109|2875713111 PDDDDMKKA M OIEMENIMOIEOIOKKT__ MBI DRI DM KM
TemPhD_cluster_45522 D) DDDDMKKIMIPEDHEMINEAK K MKKI DMK DDA CKIDD
TemPhD_cluster_55220 DCDDDIMKKIA MDEIDHEOM MK G MR DAUHOMMIKKKKL EWDIKKID
TemPhD_cluster_54834 JODDDMIN KA IMDEDHEMMPOIINO G MKAUK DU 1 SN IDIDOMITN KA
TemPhD_cluster_54896 PMDDDDMHKIKA D DHOMOMMO AU K IDUADKUHMMAKKIKIDHOMIN. KM
NC_005856.1 DLDDEDMMKKKI PR IDMEMIMOLM b K IIDDEXUI DKM IDIIKIN KD
TemPhD_cluster_54822 DPDDDDMMKKIMIDEICHEN MK K ADAKI DA IDPOIAIA KA
TemPhD_cluster_54737 pLDDDIMKKAMDE LD O MRS KT WD) 4 MIDAHCHMHUCKK KIDHDMITHT KA
TemPhD_cluster_54904 DPEDDDIMMKIKIA PIDEICHIDDM MMM KKK CUCHMKIKCKK DDA KD
MGV-GENOME-0359981 DNEPDUDMKKIIMMDEIDMPMII KN KT IMKE D UMMM DD CKID
uvig_325413 DHPHDUDMKIKICID MMM KT M DACKUIMHRIKKKN DMK T XD
MGV-GENOME-0360242 PIPPDEDMKIMMDEIDHDIOMIKIO KM DI CHRMMUKKICKU KD KD
TemPhD_cluster_54756 XODDDMIGKKI P IDHE MU KK DU KUK DDA KD
IMGVR_UViG_2548876947_000004|2548876947|2549004558 DDDDMMKANMMDIDIDAMOM IO AT MMM DM KA DMOMEIN KM
TemPhD_cluster_54768 DIDDDDMMKKAMDEDHENMEIN0 KT WDKK DKM DDA M
MGV-GENOME-0358240 [) DPDDMMKKAMIEION MK G KA DKM IDIDIIN | KA
TemPhD _cluster_54561 DPDDDDIMNKKII MDE DMK KK DA IDXACKHRHAIKKKICKK KIDMDIMITNT XA
TemPhD_cluster_54295 DPDDDDMMKIKIIMDE DMK K NOEMKUIDA CKIKMAKKIKIK IDHORKIN T CKIDD
IMGVR_UViG_3300045988_158394|3300045988|Ga0495776_044133 DIDDDDMMKKA P IDNDMOIE KO AT ONMHAUNIDA UM KA IDWOMIN. K
TemPhD_cluster_54594 DPEDDDINKKI MDEIDMEMMPOI KO KT MK DRI DKM IDIPOXKIN KD
MGV-GENOME-0360360 ) DHDDDIMKKII MDA INOIC K KM IDUIMHMRIKKIKA DIDIKIN. KD
TemPhD_cluster_54489 ) DDDDMNKKKIMDEIDHEMIMOICM K NOEAKI DU KKK IDPOMIIN CKID
TemPhD _cluster_54885 D) DDDDMNKKI MDA K WHIH DKM IDRDIIIN - KD
TemPhD_cluster_54933 D) DDDDDMNKKI M IDMEN ORI KA NI IDKMCHAMMIHIKKKCKK KIDIDDIGIN - XA
TemPhD_cluster_54928 D) DDDDDMMKKKIMDDMENMMOIKO KT MUKN IDAKHNIKKKAK KIDIDIN - CKIDW
MGV-GENOME-0359606 DDDDDMIMKKI IMDATHIDMMOII KN G IDKHCHMKIII KK KIDIERI | CKIDN
MGV-GENOME-0360883 ) LPDDMMKHAIMMDEICHIDAMCIICRK G N DHCHM MUK DD KM
TemPhD_cluster_38996 ) DDDDPMKKKIMDEICHEN MO K NOEXAKE DIHCHMHIKHIHKKK IDIDIKIN CKID
TemPhD_cluster_54559 DPDDDDMMMKKIIKIDLDHOMIIN DO DT MUK KKK KIDPDIKIN T KD
TemPhD_cluster_54900 ) DDDDPMNKKKIMIEICHIDIMD IO AKO KKK DIHHON KHIIKKKIKK KIDPOXKIN CXAD
IMGVR_UViG_2718218168_000001|2718218168|2718228724 D)DDDDMMKKI MDD DNEMAMOIKUD K IDEUAI DA CIMAKKKAI IDMIKINT <X
TemPhD_cluster_54632 DPDDDDINKKIA P IO AKKT____IMKIDAKUHMIMKKAKU DDA A KD
TemPhD_cluster_38920 ) DDDDIMNKKINBHPEICHEMAMOI DOKT___NOEAMKI X CAHN I DD 41 KW
TemPhD_cluster_54774 DPDDDDMMMKAMMM DM KMINAKNG KKK DK CUHMMUIKATRKKIDOPOKINT CKIDMN
MGV-GENOME-0358739 DIPRDUDIMKKII ML IDMMHIIICKK KKK DIHCHRKIKKKIK KIDHDIIN T KD
uvig_297943 DHPHODIMKKIAMD DO MK KNI DMK IDIDOMIN T XU
IMGVR_UViG_2703718777_000015|2703718777|2703736162 D)DDDOMMKAMIDEOIDMDMOIN0 G MDA HUMDMIN A
MGV-GENOME-0360551 PMPPDEDIMKKIKI IMDEADHEA (P IMEIEKKIP K DKM MDD 1 KD
MGV-GENOME-0360604 ) DDDDDIMKKII MDA WA KK DCHCHMAMCKIKKICKKK DD KD
MGV-GENOME-0360603 D) DDDDDIMKKII MDA M KK DIHCHHAMKIKKIKKK IDIDIKIN KD
uvig_524858 DD DDIMKKIA P ODMOMPOII KO KT WDWKIDKIKHOMMAKKKIKMEMDIKTA CKIDD
TemPhD_cluster_38918 pDDDDINKKANBHPEICHEMIMOII DK NOEDAKI DX KKK I EMDMIT A1 KW
TemPhD_cluster_54596 ) DDDDINKKKIMDE DMK K NOEXAI DUCHMMUMIKI KEPDXIIN T KD
TemPhD_cluster_54759 DPDDDDIMKKII D DMEDMIMOIEOKKOKK___IKKAKI DA KU AR KIDIRDIIIN. KD
TemPhD_cluster_54514 pDDDDINKKAMDE LD (O IMOIEKKO K MOED I DIAUKMN IUKIIKN IDRDIITN T KU
TemPhD_cluster_54600 DIDDDDIMKKIAPIDEICHEONUNIIN DOKKL___NOEDAD DA CAKMMMAMMKII MPIDIXIIN - CKIDM
TemPhD_cluster_54428 PMDDDDMIKKAMPEIDHEDMTMOI) DOKT__ IDAUI DMK DDA KD
MGV-GENOME-0358619 DPERDIMMKKIKI MDD K0 KRNI DKM KIDIDIKTN KK
MGV-GENOME-0360099 ) DDDDPMMKCIMIDEIDMD NI KO KT WD DKM DD | KD
TemPhD_cluster_54662 DPDDDDMMMIKIMDEIDHIEDM BN DATKN DL DI KIHMMIKKKKIKI OMDII AT KU
uvig_530261 DODDDIMKKA WP DMOMMIICMU DX HOEMKUIDA AT IO < JCKIDM
TemPhD_cluster_54413 D)DDDDIMKKII MDE DN MEIEOKKO DAL WO DAKHHMMRKCIK IDOPDIIN KD
TemPhD_cluster_54426 DDDDDIMKKKIMDEICHEDN MEIN A DI NKUKH AU IDHDMAA1 KA
TemPhD _cluster_54563 D) DDDDIMKKAMMEICHDMMIRII AR KWK IDAHKUCHUIMKKKKI IDMDIXI A1 KD
TemPhD_cluster_54798 DPDDDDIMKKIAMMDEICHIE M KK DRI MK ICOPDXKIN. KA
IMGVR_UViG_2737471833_000002|2737471833|2737497974 DIODDOMMKKAMMNEDDIDINOD) DO MUK UM MUK KDMOMINT XM
TemPhD_cluster_45386 CDDDMMNKKA D DMEMIEMINKKO K NOEXUKI AU I EMDIICN XA
TemPhD_cluster_54623 PMDDDDMKKKINDIDEICHEOM (O WA OKKP K WKIKEDUCHMMKKK DI I
TemPhD_cluster_45559 PIDDDDINKKKIMPE DM OIS DN DACKHKMMAUNMKCKL DN XMW
TemPhD_cluster_54328 DDDDDIMIN A MDD G AKII IDHCHHCH AKIRKIK DDA KD
TemPhD_cluster_54713 DPEDDDIMIKIA IMMDE DM IMOIEOKMKKT___ MDA DMK KIDHDXIA CKIDD
TemPhD_cluster_54763 DPDDDDINKKIK MDD MM OKKI___ I IDKHKH IO DDA CKID
TemPhD_cluster_45490 ) DDDINKKI DY IDHENMOIL) DOKKT___MOENKI IDXKHKHMKMKKIK KIDDDIIIN T I
TemPhD_cluster_45491 p DDDDINKI PYDCIDHOM AN DOKK___MOEKKI IDKHHH KKK IDDDIIIN T I
MGV-GENOME-0360790 [» DDDDMKKA MDA INCACOMI AN DKM IDIDDIGIN KD
IMGVR_UViG_2939121850_000001|2939121850|293912185 1 DODDUMMKKAMMDE DM IMOIEOKOE DT OMKAUNINARIMMMKCIKIDMOMIN XM
IMGVR_UViG_2778261631_000002|2778261631|2778331071 D DDDDMDIKKA MM OIDMEOMMMOIEOMMOKK T IR DI KD XM
IMGVR_UViG_2681813320_000007|2681813320|2681885232 ) DODDMMIKIA MDD IMOMIIKND CT— MU DMK KD A | CXAD
TemPhD_cluster_54669 PMDDDDIKKKIMP DMUMD KT KU DMK DI A
TemPhD_cluster_54872 ) DDDDMMNKKKIMDE DI WMIAEKK K WDHUKIDKHCHMNC KKK KIDPDIXITH | 4CKUDI
TemPhD_cluster_54556 DPDDDDIMKKIKI MDEIDHEMUBEIN DO DK IIMKKIDKHKHOMMKKKKI KD I
MGV-GENOME-0360185 DNPPDUMMKKII MM DM IOICOKK KT MUK DKHHMMIKUKKKIK IO | KD
IMGVR_UViG_2537561979_000003|253756197912537613396 ) DDDDMMIA MDEDDMOM IO ST DA UM KA IDMDMINT KA
TemPhD_cluster_54403 DIDDDDMMKKAMMEIDHEDN SN A0 DA MK DU ALK IPIDXI AT K
TemPhD_cluster_54435 DPDDDDIMKKAMMEICHEMN N0 DT NKKH ID}UCKHIHMMRRMATK ICHDIIT A1 XA
NC_050152.1 D DDDOIMKKAMDIDHEMAMO) DOKT___NOEXACEKIDIHKMND KIKIKIDDIIIN KA
TemPhD_cluster_54510 DPDDDDIMKKII PIDEADHEN S KWK X KHHBUMMAKK KDY XD
MGV-GENOME-0360966 DODDUDIMKKI PN 4 MK KK DIHHMMMMAKIKK IOMDXIT A1 KA
TemPhD_cluster_54488 DIDDDDMMKKKIMPE DN SN A0 DA MUK DLHUCIHCHN MRIKKKKDIDIIC 41 SN
MGV-GENOME-0361366 XODDDPMMKKIIDIME DI MM KKK KA DKHHMMIIIAKK IEDPIKIC A1 D
TemPhD_cluster_54512 DCDDDIMKKI D IDHEMCMPOIIKO KDKDMK MKMKKAOMDXKIId. KD
TemPhD_cluster_54492 D)DDDDMMKKKIMIDEICIHEDN BN G4 DKM DUCKHHMMAKKMCKK DMK KN
TemPhD_cluster_54447 pLDDDMKKAMMDEDNEDMCHMINMKD K WKKKHIDKHCHMMN SRR KIDMDMITN - XD
TemPhD_cluster_54480 ) DDDDPMNKKKIMDEICHEDMPOKIPIDKD__ KT DAKHH MKKMKKIKIDIRDIKIN T XD
IMGVR_UViG_2579778842_000003|2579778842|2579824174 DODDDM DMK D IDHEDMIMOI KM IKAKI DN R omiaad.
TemPhD_cluster_54676 DPDDDDIMKKANBHDEICHEMAMOIIRNO G DKHHUMAMRKIK IDMDIXI 41 KD
TemPhD_cluster_54630 DPDDDDIMD KK M IDHEMAMOIIIKIO KT WU IDIKHMUAKKKKK IO DN
IMGVR_UViG_2609460060_000003|2609460060]2609520839 DPDDDDMMKKAMMDE DDNEDM IO DO AT DAUKHHMUMMAKIIIDPIIN XU
uvig_314529 DIPPODDMKKKINDIDE DD I OKK K IHIKI DXKHHMAMHKKT KIDIDKIN KD
MGV-GENOME-0360612 DIEHDDMMKKCIMDIDE DD MM KNI DIHCHMKKIKK KIDMDIIRT XD
TemPhD_cluster_54456 ) DDDDMKKKIMIDEICHEMAMOI RN K NOEXKIDIKHKHOMMKKKCIK IDPDIKINT CXIDM
MGV-GENOME-0360775 PIPPDEDIKII IMDEADHIDN IOM KD KRN IDKEKHAMKMKKICKK KIDIDAK | KD
TemPhD_cluster_45516 XODDDIMKKIKIMDEIDME (AW DMK DDA | KD
IMGVR_UViG_2778261619_000002|2778261619|2778329854 D)DDDDIMKKAMDE DD MK ST MU DM KIDIDDIANT XA
TemPhD_cluster_54537 D DDDDINKKKINIDEIDHONMOIK KT NOEMKNIDNUUMN UMK IDHDXIIN IDKIDN
MGV-GENOME-0361143 [y DDDDIKKA MDA M DMK IDIDEIN KD
TemPhD_cluster_54566 XODDDMMKKIMPEIDMON O MK KT IOEKKI DMK DRI AW
MGV-GENOME-0359519 DDDDDMMKKIAIMDE DMK G MKUKIDIHCHN HIMKHRKACKKA IDIDEIN | CRIDW
TemPhD _cluster_54434 ) DDDDMNKKKI D DMK KN DI IDXKHCHMMKMIKKKKTK KIDMDMIN T XD
uvig_121302 DHPRODIMMKKKI MDD K WDAPRAIDKHHMKIRIIKIKIIK KIDOOXIN T KID
TemPhD_cluster_54487 DIDDDDMNKKIMP DN SO0 DA MCHIKH ILHCIHCHN RIKKKKK IDMDIIC A1 KA
TemPhD_cluster_54614 XODDUDMKKIKIMPEIDMD M 6 MO KD KL KU DHMKNIKIRAKU DD CKIDW
uvig_111569 DDDDOMDIKKANDIID DO N M) DKIKHKIRKKU DDA KA
TemPhD_cluster_54808 DPDDDDINKKIA PP LD U MOICKKO KKK DKHHMBMINIKKII KIDIDIN CKIDN
TemPhD_cluster_54516 D) DDDINKKIAMMDEADDDON M NI K WKKIKH IDKHKHMUCHIITRK KIDIPDI I XD
TemPhD_cluster_54620 ) DDDDMNKKKIMDEICHEMCMMOI KO KT MKAUIDIHHOMAMIIKK KK OMDMKIN XA
TemPhD_cluster_45388 D)DDDDMMIKI IMDEADHEMAMOIS DO KT MK A CAMMHAMKKIKIIDIRDIICN . CXIDD
TemPhD_cluster_54562 DPDDDDMMKKKINBIDEICHN MO MPOIZAKN KK DAHCHMMRH TR KIDIPDMIIN - KD
TemPhD_cluster_54415 DDDDMMKKAMMDE DMUMD KWK DKM KKK IDIDDTN KD
TemPhD_cluster_54455 RPMDDDDINKKKE D DMEDM MO DOKKT__ MK DKM KKK DO CKIDN
IMGVR_UViG_2565956719_000002|2565956719]2565986407 DIDDDUMKKAMD DM IO AT I DIADAHMMUMIKICKU DM M
TemPhD_cluster_54246 DPEDDDIMKKKIMDEICHEN BN AN XKD A DAIMACKHIKHIMMHMKKKIK MM SKIDD
IMGVR_UViG_2751185322_000002|2751185322]2751192323 D)DDDDMMKKI IO MO CT— MU DA DDA 4 | AN
TemPhD_cluster_54368 DPDDDDIMMKKII M IDHEMIMIAE KK DX UK KRR KIDIPPIKTN KD
TemPhD_cluster_45505 DODDDIMKKIIMDEIDHONM hb IO KK G AAKDAHCHBUMHUIICKK IDMDIITH T KD
IMGVR_UViG_2778261540_000003|2778261540|2778321393 MODDOMMKKA M IDHEDAMOIMKI0 ST MU DMK DN XA
TemPhD_cluster_54399 DPDDDDIMKKIANBIDEITHN €6 OIMIIMID K MHKI DHMMMHKIKKKKDIDXIIN XA
TemPhD_cluster_54726 DPDDDDIMMKCIMIMDE DM IOICKKIO K MKAUE DIHHIMMMAKIKKKOMDMIT | KA
TemPhD_cluster_54544 D)DDDDIMMIKKI PIDEIDHOKY MK KK DKHHMAMMAKKI IDPORITA | K
TemPhD_cluster_54552 DCDDDIMKKII MDD DMEOMTMIN A0 G MK KUK IDDDIAID KA
TemPhD_cluster_54212 PEDDDMD DIKK WPE DM DO KT NDEAKIDHHMMNN KKK CBDIKIN L CKI
TemPhD_cluster_54540 PMDDDDMHIKKIMPE DM MK KA DHUHDMAMMKKI KIDIDDMIN KD
TemPhD_cluster_54529 DPDDDDIMMIKIKI MDD’ IO KT IDUIDAHHOMHIIK KD K
MGV-GENOME-0359323 PIRDUDIMKKIKIMPLIDPM MK K IkIKEDKHHMKMIKHIARKAKM KIDDDIITN T KD
TemPhD_cluster_54233 DPEDDDMMKKIMMDE MMM KK KNI DAHMMAMKKIK DMK CKIDD
TemPhD_cluster_54734 DPDDDDMMIKKI IMDEICHEMMOICKKO KT KU IDKHKHMHMKAKK IEMDIIT A KD
TemPhD_cluster_54472 ) DDDDMMKCI DI IDHOM D IO K IKKE DU RIMMKRKKK DRI CKID
TemPhD_cluster_54724 D)DDDDIMKKAMMDEITID MY B K MR DAHCH AIAIKIK KIDIDTN | CKID
MGV-GENOME-0359585 DIPPDUDINKKANDI DM IMOIC KK KT WKAIEDIKHHMMHIKKIKKI KIDPDIKITN | XU
uvig_391670 DHPPDIIMKK INDMPEICHEDAMOII KT WM DK DM MKKUMDIDXIAd. KD
TemPhD_cluster_45399 PMDDDDIMMKAMDEIDHEDMAMOIAKN K IDAUKDHMMKUMKKICKA DDA KA
TemPhD_cluster_45387 PpDDDDIMMKIKIA MIPEICHEMIMOIN DO KL MK DA KHCHMMMKKKK KERDMICN KD
TemPhD_cluster_54365 PMDDDDMMKAMIDEIDMEIM MO C___IUKH DATHKHIMIMKMKCKUIDPNETA. KW
TemPhD_cluster_54462 DPDDDDMMKKIINIIDIDMEDM MO KK KU DK IAKIKKIKKK IDIDPII KN KD
TemPhD_cluster_45415 DPEDDDIMMKAIMMPE DO MK KM I}XHKIKHMMKKKRMKCKU IDMDXICH KD
TemPhD_cluster_54741 DPDDDDIMKKIKU D IDMOM Kb IMOI KK K IDAUADUUMMMHKIKKK IDIDDMKIN XD
IMGVR_UViG_2925897562_000001|2925897562|2925897565 DMDDDUMMKKAMMDEIDMEMN M 4D IMOMMKO ST MU DKM DRI X
TemPhD_cluster_45428 DIDDDDIMKKIAMMEIDMEDM SN KT KKUKH DAKUHIMIMKKAKIDHATY KD
TemPhD_cluster_54384 DIDDDDMMKINIPEIDHEDN MOEKKKO CHDED A DRI KUHMAMM KK OMDXIT A KD
TemPhD_cluster_54722 XCDDDDMKKIINDIDDMOMY MM G MK DAHHMMIARKKMIDIDDIIN | KA
TemPhD_cluster_54963 DPDDDDIMKKAMMEIDHEDM MANIDKIKM DRUIDHCIKHHN LMK ERDXIID | XD
TemPhD_cluster_54738 pLDDDMKKA D DMEDMROEIKO K DA DACKHCHDMAIKKKK KIDMDIIIN | KIDN
TemPhD_cluster_45462 PIDDDDMNKKKIMDE DM SO K IMKAUN DA UK IOMDXIC 1 KD
TemPhD _cluster_54750 XODDDIMKKKINDID DM M MK KK DAAHHIMMKKKKKIDMDIIN T XU
IMGVR_UViG_2711768036_000004|2711768036|2711776826 ) DDDDMMKKAMDE DD DOKT— O MAUIANACHHOMMKNARHI DMDMINT I
TemPhD_cluster_54237 DPDDDDIMKKAMPODND @@MEN) AOKT__ DM DHHMAMMKKKUKIDRDID KD
TemPhD_cluster_54422 MODDDIMKIKAMIDE DM DK DA U AR ODDIIN T XU
TemPhD_cluster_54564 DPDDDDIMKKIAMMEICHDM & INIEDD DX DK KD} UMMM IDIDEAKIN - KIDM
TemPhD_cluster_54476 D)DDDDIMKKAMMEICHEMN IR DKM DKH DMK DDA KU
IMGVR_UViG_2802429224_000004|2802429224|2802449720 PMXDDOMMKKD AWM DMEMMOIDKUO ST DA DACKHAN WAL IDMOMIA. XA
TemPhD_cluster_54858 DODDUDMDHKKI P IDMOK IMIAMKI K MK DKIMAMAKKKKN IDHDIKIA. KD
TemPhD_cluster_54727 ) DDDDMNKKKIMDE DMK 40 G MDA DIHCHN MAMKKKICIK IDPDMIN T CKID
TemPhD_cluster_45507 MODDDDMDIKKA D DO WDKK G MK DAKHOMAUMKKKKK DI KU
TemPhD_cluster_54706 pLDDDMNKKIMDEDHEMIMOINRK K IKKIKKHIDIHCHD IKETKK CBPDIIIN | KA
IMGVR_UViG_2531839130_000008|2531839130]2531864186 DO DOMKKAMMEODMEDMTHMOIRMO G MU DMK IDWOMIN XA
TemPhD_cluster_7232 HOD DO D ICHEM MK KKK DHHOMMIKKKIKA KOOI KW
TemPhD_cluster_7273 HODDOMMDKK DTN MK KR DHHMMKIKKKKA OMDKII . KA
uvig_439561 DIPPDEDIMKKII MIDEADDDAMOA P MPOIL KKK I DKM KKK IDIPDRI | KA
TemPhD_cluster_54567 DPDDDDMMMKAMMDEIDHEDMKMIING KWK DIHCHE UMK IDMDXIN T KA
TemPhD_cluster_54757 DPDDDDIMKKKI PIDEIDHEMMINIIIKD G DI DAUHIMAUMKKIR KD KN
MGV-GENOME-0362642 DIPDDEDIMKIA MIDEADIDMMOA IMOIIKD KK DKM KK | KDY
IMGVR_UViG_2711768056_000005|2711768056|2711778583 DIDDDDMKNAMDT DD OIKO AT OMUADHINHOMMIIKIA DDA KM
TemPhD_cluster_54649 PMDDDDIMKKKIMIDEACHEDM MO KWK DAKHOMMAMKKIEMDIXIC T SXIh
IMGVR_UViG_3300029186_000001|3300029186|Ga0167509_100149 MODDDMMMKAMME DMK MO G WK DU MDA UMD
TemPhD_cluster_54712 pDDDDMIKA IDEADHEMIMOIILKKO K PIKKKIKEIDACKUHMRMIKKUCKAKIDIDEN KD
uvig_417949 DODDUMMKIMDE DMK C___ADUEDIHIMMAMMHAI IDDDIIN ) KD
TemPhD_cluster_54380 DDDDDMMKKKIMDEICHDMMMOI KA K NOEXKIDAKUCHRMHAKKIKK IDODPIIN | CKIDIN
TemPhD_cluster_54440 DPDDDDIMMKKIKI PIDE_IDHID MIMD IPOIZ KD K IKAKIDIHCHMAKIKKIK IDPOXKIN | KD
TemPhD_cluster_45454 DODDDPMKKKIMPE MM MK KNI DUKHCHIMKMRKK MK KDPIDMITI A KA
TemPhD_cluster_54430 DPDDDDIMMMKIA MWD IDMOM A MK KNI IDKHONMIKK KK KIDIDIKT 4 CXIDM
IMGVR_UViG_2713896905_000004|2713896905|2713927152 DIDDDDMMKIMIMN DMUMD KT KM DAUKHUHMAMAKKKK IDMOMIN XD
TemPhD_cluster_54705 DODDUDMDMKKI P IDMOK AMIAMKI K MK D CKIKHOMAKKKK KIDIWDMT CKADM
TemPhD_cluster_54410 )DDDDMD DKM IDHOMMID IMICKKO K MKUKI DU KIDDPOXIN T CKIDW
TemPhD_cluster_54681 DLDDDMNKKI WD DNEM MR KL MKKIKI DA CKUUMN IR IDIDDRAIN XKD
TemPhD_cluster_54418 PMDDDDIINKKKI WD ICHEM) A O IMOICRP KT WKIKIDACHKMMMRKKIKKKUK DRI A
TemPhD_cluster_54935 DPEDDDIMKKIMMEIDMEDNM BN DIIKIKH IACIUIKD KKK MK X
TemPhD_cluster_45402 PPEDDDMMMKKI P IDHEM IMOIIKKIP KM DARKUAMMAAKKIDRDIIA A KIDMN
IMGVR_UViG_3300045988_145185|3300045988|Ga0495776_114726 D)DDDIIMKKAMME DM M MO0 G WA DUIMMMUMIKIADMIMAT XA
uvig_553790 D DDDDPIMKIAMMEICHEEMAMOAID KOOI IDIKAKHMMKKKKKK ICROXIIN )X
TemPhD_cluster_54557 D DDDDMNKKKIMIEICHEMIMINM 4 G MDA DU AR KDDOXIINT KU
TemPhD_cluster_45319 DPDDDDIKKK MDEIDHEMIMMOIIEKKD K NOEMIDACKHUUMMMKIARKIK ORI | KA
TemPhD_cluster_54317 DODDDIMKKI D IDHEDMAMOINRK K NDEKIDAKHIHOMHMKKKIKL MOMDMIIA XA
TemPhD_cluster_54479 DODDDIMKKI D IDHEMCMOIKO K WDKE DKHHMIMMKK IDHDIIAD. CKIDW
TemPhD_cluster_54692 pLDDDMIKIIMDEATHDN MIICIKIO KWK IDUKHAUN IAMMKKKMKK IDIDDRAN CKIDN
uvig_242668 DHPHDDIMMIKANMDIDE DM M OKKP K WDAKI DIKHUMMUMKIKKIKKOMDXKIN T I
TemPhD_cluster_34370 HODDDMMKKA DT IDMON MMOILIIND K MU DKHHMAMKHIRKICKK DRI A KU
TemPhD_cluster_54303 DIDDDDIMKKICINBIMDE DM WOIMKA DT MK DR MK KIDIDIIT A | KD
TemPhD_cluster_45398 DPEDDDMMMKKI PP IDHEM MK K MDA DARKUAHMAMAAK DDA A | CKIDMN
TemPhD_cluster_54364 DDDDMMMKCIMIDECHOMKO MOICKKP KT NN IDOMKIN I
uvig_116148 DODDUMMMKKIMIDE DN KT IIIKI IDKHCHON IMAMKKAKKIK KIDOPPAKIN | XD
TemPhD_cluster_54452 D)DDDDIMKKINBHDEICHIENUPOII KU KM DI DAKUHOMMMIK DD XA
TemPhD_cluster_54414 JODDUMMDMKKKINIIDEIDHEDMAMIIKND ST MKUBDINKIDAIAIMN KKK IDHIGIN KD
TemPhD_cluster_54363 DDDDDMHIKIMDEIDHEMIE IO D<K MO DIUHMMMKUKKK OMDIKIINT KD
TemPhD_cluster_54461 XODDDDMKKIIMPEDMEDMIMOICIK KT KA DAKHUHOMMAMMIKIKIDDEAAY KM
IMGVR_UViG_2744055264_000001|274405526412744125582 DHEHDDMMIKI MM IDHD €M K IDAIKIDAHAMMMKIKICKU DDA 41 <KD
TemPhD_cluster_54205 PPDDDDPIMKANDIDEIDHNON {{ @MEKO KT ANOEXI DHKMKMKMKKKKIKI KIDIDRN KD
IMGVR_UViG_2751185315_000001|2751185315]2751191920 DIDDDOMMKKI MDD MO0 ST MDA DAHMMHAMMKU DM A AN
IMGVR_UViG_3300028955_000001|3300028955|Ga0169715_100036 MDD M OIDNEDMTMOIOKUO MDA DHMKIIKKICIE KIDIMDITN | UMD
IMGVR_UViG_2534681761_000007|2534681761]2534717200 DODDOMIKKAMMEODNEDMAMOIEKID KA DSHUMMAMIKKKKK DN I
TemPhD_cluster_54674 DPDDDDIINKKIK D IDMEMIMIIRK KT IKAUKE DIHCHOM IR IDIDEAKIN L AP
TemPhD_cluster_54814 DPDDDDIMKKANDIDEICHDMMPII KT WA DU MK IPMDXIN . CKID
IMGVR_UViG_2870495154_000001|2870495154|2870495156 MODDDMMNAKI MM IDNEDMIMOMIOMKO KT WK DAUHMMIKAGU DM I
TemPhD_cluster_54796 XODDDIMKKII MDD M IO G DRI DAHHOMKUMRMIKA DI KD
TemPhD_cluster_54770 DPDDDDIMKKKIMDEITHEDM WA KA DMK IDPOMIINT CKIDM
TemPhD_cluster_54553 DPDDDDIMNKKIA DM ICHEZIN MM OKK___ MU DHCIHHI KMAKIKKK DD KD
TemPhD_cluster_38975 PMDDDDMMKKKIMDEDNOM MMM K MAIKI DU KIDDAKINT KM
TemPhD_cluster_54433 PMDDDDPIMIKKIMEDEIDHOM MOIEKKOKD___ DAY DHHMUMIKIK KMEMDIIIN KU
TemPhD_cluster_54743 pDDDDMKKINDHPEIDHEMMMEIEKKS K NDAADUHKN IMIKKKKKK IDIDEN] 4K
uvig_112992 HODDIIIMKIKAMMDE MMM KKK MAKI DMK IDIPEINT KA
IMGVR_UViG_2537561935_000012|2537561935|2537609964 DODDDMKKAMIME DMK G KA DSHUMMAMCMKKMDIMOMN KM
TemPhD_cluster_54494 ) DD DK IMDEDHEDMIMOIDN DO KNI D CKHHOMKA KKK KIDPPDRIN | KD
TemPhD_cluster_54339 DODDDIMMKIKA MM IDHEDMAMIIN A0 G KU MM DRI I
TemPhD_cluster_54732 DCDDDDHDIKK D DMEMIMOIAK KKK DHHMAMKKIKKIK KOOI KD
TemPhD_cluster_54824 DODDDDHDKK D DHOMIMIIEKKI K MKKI DKM IDIDDKKAG I
TemPhD_cluster_54357 D DDDDMNKKI MMDE DDA DOKT___ KU DACKUH KUK IDIOMIIN T KA
TemPhD_cluster_45515 HODDUDWDHKKA M IDHOM MO K DMK DHHOMAKIKKICKU DI KA
TemPhD_cluster_54673 PMDDDDIMMK MM DHEROMIIKK G NUKI IDIKMCHDN KAMKIKCKK KIDODMIN | CXI
TemPhD_cluster_45508 DODDDDMDKK MDD MK KKK DHHMAMKKKIK ORI CKIDD
TemPhD_cluster_54641 DPDDDDMMMIKKINIDEIDHOAM MM KU DKM KKK KIDWDIKKIN - KM
TemPhD_cluster_54601 DPDDDDIMKKAMMEITHEM MDA K IDAN X KHCHMHAUMMKKICKA IDHDKI | KD
TemPhD_cluster_54569 DODDUDMDAKK PR WK KT KKAKIDICKUCHMMAIKKKIKEMDIKTA. KD
TemPhD_cluster_54344 D)DDDDIMKKKIMDEICHEDM MEIN A DD NKKH D HCUHIMMKIK DDA SKIDD
uvig_354790 DHEDDUDMKKIIMMDEADMDI NI K W SDDU DI CHUCHMMH KKK KIDDOINT XU
TemPhD_cluster_54294 DPDDDDIMKKIMEMEIDHEDN I NKOHDIIN DA DU 4l KKK PRI KT KD
IMGVR_UViG_2747842727_000001|2747842727|2747862819 PMODDDMMAKI MDD IO KT WD DAKUHMMAMAIKDMOMIA AT XA
TemPhD_cluster_54697 DPDDDDIMKKIINBIDEITHID IMCIKID I I IR MUK KIDHDXIN T KD
TemPhD_cluster_38982 pLDDUMBKKKIMID DMK G NDKIKEDACHKMRMMHIK IDHAKIN I
TemPhD_cluster_54560 PLDDUMMKKIMDEDHEMMNOILN A0 G MUKI DK HAUKKKKKKKIDHEKINT K
MGV-GENOME-0360322 HODDUMMKKIMIDEADND MO K KT WA I IDIDDIIN | CKIDM
IMGVR_UViG_2751185311_000002|2751185311]2751191683 DPDDDDMMAKI PO IO KT MU DA DM 4 AN
TemPhD _cluster_45359 DPDDDDIMMIKII MDD IMEACIOKK____IKAINAKUUMIMKAKKIKK KIDIPORI A KD
TemPhD_cluster_54464 DIDDDDMMKKANPHIDT DM MM K MAH DA UMM DMK SKIDD
TemPhD_cluster_54451 DODDDMMKKIIMD MMM KT IAIDACKHMMMAKIKKKCKU DRI X
IMGVR_UViG_2751185319_000002|2751185319|2751192144 D)DDDDIMKIKAMDE DN IO IO KT OMDAI DAKUHMMMIKI DDA AN
TemPhD_cluster_54624 D)DDDDIMKKANDHDEICHIDMAPOI R KT MKAKIIXT CKHCHOMMRKKIKK KIDMDXIIN . CXIDD
TemPhD_cluster_54421 DPDDDDIMKKANBHDE TN WNIAKUG KT NOEAI DUHHMIMKRK KIDRDIIN | XU
TemPhD_cluster_54709 PEDDDMMKKAMDEDND MU IMOICMOKKT___ KA DKM IDIDERN T KW
TemPhD_cluster_54700 JODDDMMKKI IMPDEDMEDMI MR K I DKHCHON MM DRI A1 KD
TemPhD_cluster_54634 D)DDDDINKKIAMPE AN SHIENKO G KN DKHCHMMKMMKKIKL MOMDIKT A KD
TemPhD_cluster_54484 ) DDDDMINKKKIMPE DM A0 KM DHRMMKAUKKIKK IEMDMIID XD
TemPhD_cluster_26685 DODDDDMDHKKA WD IDHON IMCIIDOKKIP KDL MK DKM IDIDDIAIA. I
TemPhD_cluster_54370 DPDDDDIMKKKIMDEICHEDM MMM DADL__ MDA DHHMMMMKKIKED KL IDDERIN T KU
TemPhD_cluster_45514 JODDDIMKKA IMDEIDHIDM MM K MKKIDIKHHOM IMIKKHCIK KIDMDIITKT CXIDH
IMGVR_UViG_2537561934_000005|2537561934|2537609859 MDD DDMKKAMMEODMDOMAMOIKI T MK DMK DN A
TemPhD_cluster_54535 XODDDMIMKIIDIPEICHEDMIMENIO G KA DU IERORIT A | KD
TemPhD_cluster_54506 DPDDDDIMKKKIMMDEIDIMEDM MM KT NKKH I}HHKMMIMIKIMAKK EDOIIT A | KD
IMGVR_UViG_2531839149_000008|2531839149|2531866933 DODDDMMKKAMMTIDHEADMAMOIOKIO KT OMKAKIDAHHHMHAMMMIMIDMDIIN. XA
TemPhD_cluster_54534 PEDDDIMKIMIPEODMEMAMOIN A0S DKHHON KAKMKKKKK DRI A
TemPhD_cluster_54437 P)DDDDMKKKINDIMEDMEDM MM DA KA DKM IDIDEAKIN A
TemPhD_cluster_34368 DODDDIMKKI IMDE DM MK K IIkKEDCKHCHMMMIKKKKKK DO | KD
IMGVR_UViG_2703718774_000012|2703718774|2703735413 DIDDDDIMKKANIMDEDIDNEM MOMEMM G OMKUN DMK DRI KW
TemPhD_cluster_45474 ) DDDDMNKKKIMIDE DDA KT NKIKY IDKHHO) IKAMKMKKSATK KIDOPDRIN CXKIDMI
uvig_430273 DIPRDUDMKKKIMDLIDMOM WP ORI DKHUMIKHMKMIKA OMDMIIN XA
IMGVR_UViG_2623620505_000001|2623620505|2623649494 MODDDMKKAMDEDIDMD U MO AT AU DAAKUMIKKIMKKAUDMOM A XD
TemPhD _cluster_54536 ) DDDDMNKKC DT DM O IIEIKHD K MK IDKHCHO HkEKK IDIDIIN | CKID
TemPhD_cluster_54617 LDDDMNKKAAMMEICHIDM @0 MOIIRH G MKAUKEDICHCHP HUKARKIKKK KOOI KK
TemPhD_cluster_54281 DIDDDDMMKKINBHIE DM NI DA DRI DHKHUHOMMRIAK IDDDXI A K
TemPhD_cluster_54423 PMDDDDMIKKAI MDD KKK I DA KHCHMUMIKKICKI KD 4 | <IN
TemPhD_cluster_45424 PMDDDDMKKKIMPEACIHEDM SO KK DN IMMMKKIKU KD d 1 KA
TemPhD_cluster_54353 DIDDDDMKKKIMPEICHEN MO INKO DANDE AN DI DIHMN IKBKKKKKKOMDIC A1 SXKIN
TemPhD_cluster_54558 DODDDMMKKII MM IDMEMAMIIIK KT NI AR IDDEKIN T KD
TemPhD_cluster_54595 DODDDIMKKKINDIDEADHEDMMOIEKKO KD DMK KIDHDRKIN - KIN
IMGVR_UViG_2687453522_000001|2687453522|2687454263 MODDDMMNIKA MMM IDMEDM IO G MU DMK IDWIM 4K XD
TemPhD_cluster_54541 XODDUMMKKKINDIMDEADHEMIMOIKKIKK____ I DIHCHON IIMKAKIKKAKIDIDEN - KA
TemPhD_cluster_54717 XODDDDMKKIIMDEDMEDMIMOICRKO G I DIHHOMHMMIRKKIK IDMDXIINT CKIDD
TemPhD_cluster_54450 DIDDDDIMDIKKKIMPEIDMEDM MOIKI DA 3N DKM DDA | I
TemPhD_cluster_54583 XCDDDIMKKIMDEADMON M MM IKKKK___ KA DHHMAMHAKL DI KU
TemPhD_cluster_54387 D DDDDMNKKKIMDEILHEM ML DO K WOEKKUIDA KUK IDMDMIINT CKIM
TemPhD_cluster_54360 PMDDDDMKKKIMDE DM MO K AKIDACUHO KAKBMKKKK KIDIDENKI 1 KU
IMGVR_UViG_2563366960_000002|2563366960|2563399325 ) DDDMIMKAIMIDEOIDNEDMAMOIRD G MK DNH0) KUK KDMMATA KM
TemPhD_cluster_54501 DPDDDDIMKKIIMMDEIDIMEDNM SN KT NKKH I} DPDIIT A | KD
TemPhD_cluster_54436 DDDDODMKKIMMDEADNEDM MMM KK D AU ICHDKI | KD
TemPhD_cluster_54683 D)DDDDIMKKANBHDE DM MM G KA DMK IDIDIXIN | KD
TemPhD_cluster_54304 DIDDDDINKKICIMMDEADHEMMEMI NI KDL MKIKH DHKIMMMKKIACKA IDDDXA KD | KA
IMGVR_UViG_2778261268_000002|2778261268|2778295305 NODDOMMAKANIDEDDNEMOMAMOIRAD DA A DMK DM KM
TemPhD_cluster_54404 DIDDDDMMKKAMME AN BRI DT AU DACHUMKIKKKKIKN DDA KU
TemPhD_cluster_54527 D)DDDDIMKKANDHDE DD M MO S IRUIA DMK KIDIDEITN. KA
TemPhD_cluster_54236 DPDDDDMMMKAIMIIDEIDHEM MO DO KA DU KUKKRKKIDDDXIN T KA
TemPhD_cluster_45464 DPDDDDIMKKAMMEICHEMMIIKKID K MHIKIIDKHKHMMMAK KKK KIDIPOMIN KD
TemPhD_cluster_31040 PIDDDDMIKAIMPEICHEMMOIENHIDAT___ I DRUIDAKHMMMMKKI IEMDXIA | SN
TemPhD_cluster_54326 PMDDDDINKKINKID DN MM KT WKKH DHCKHUMMUHMIKI DI 4| KA
TemPhD_cluster_54397 DODDDIMKKKI M DMEDMAMOI KK KT WDKK IDCKHKMO MK ODDXITN ) K
TemPhD_cluster_54342 DYDDDDINKKIA PIDEICHOM U0 -KT___MOEKI IDACKHHIMKKMKKKKKKODDIIIN CKIDW
TemPhD_cluster_45463 DPDDDDIMKKIAMMPEADHEDMHIMIIMKID KNI DMK KKK KIDIPDXIN - KD
TemPhD_cluster_54723 JODDDDINKKIINDIMDEADNDI 4 €0 MOICKKOKKT___ KK DKM KIDDPDXITH - XD
TemPhD_cluster_54744 ) DDDDMNKKAMIDEICHEMO NI G IKKIA DMK KIDWEKTN T CKID
IMGVR_UViG_3300045988_155334|3300045988|Ga0495776_010286 DODDDMMKKAMDEIDID MMOIEOMMO AT MDA DU IDIMON | X
IMGVR_UViG_2703718785_000013|2703718785]2703737335 DIDDDDMMKK UMD DM IO NI E IHUH D AU DO XM
TemPhD_cluster_54695 DIDDDDIMKKANHID DM MK G KN IDKHHOMAMMKIKLKKI DPDIXIIN | XD
IMGVR_UViG_2700989507_000006|2700989507|2701084831 DODDDMMKIMMDEADNEDMIMOIMKNIT M DU TKAKDIDDTN | CKAMD
TemPhD_cluster_54526 PMDDDDIMMKIMDEDND MOMOIZA K MU DU ORI T CKIM
TemPhD_cluster_54651 DPDDDDIMKKIIMMDEITID) MO IOICIKAD KL AN DMK IDIDEIC T CXID
TemPhD_cluster_54504 DPDDDDIMKKIAMMDEIDIMEDM BN KT NKKH I} KDWOMKI A1 KD
MGV-GENOME-0361933 | DRDUPMKKIIMPEIDME MIMIHEKKID K MDA DKM KKK IDOPDAI A KK
TemPhD_cluster_54375 DPDDDDIMKKKIMIDEITHO 4 MMM K MKAKE DIKHUMPAKMIKKKIKN K DIDEICH T XD
TemPhD_cluster_54609 XODDUDMKKIKIMPEIDMOMA . PIMOIC KD KK DMK KIDODIKIN | CKIDII
TemPhD_cluster_54301 DIDDDDMMKKAMIDEIDIMEDN MANAN KD WP D DACKHCHIN I CBRKIACKA DD AT S
TemPhD_cluster_54352 DIDDDDMMKKIMIDEICHEDIN BEINHOHDAT___ MM DACKHHMIMARI KD KD
TemPhD_cluster_54475 XODDDDMKKIIMPEDMEDMATMOII KK G DI DU IDPOMIN KD
TemPhD _cluster_54666 DDDDMNKKINBIDEICHINDD 40 IMCHKIO KK DK IRAURIKKKKIK KIDWOIN | AP
IMGVR_UViG_2703718775_000013|2703718775|2703735822 DIDDDDMKAMMDEIDMEM MO G MAN D AU DO KM
TemPhD_cluster_54287 PMDDDDMIMKIKIG D DHEMIMOIKIN G KT IDACKHUMMUHICKK MDD CKIDN
TemPhD_cluster_54358 DIDDDDMMKKAMIDEICHEDN SN0 DAL IDHCHKIKHOMAMKKIK OPDKIH T KA
TemPhD_cluster_54568 )DDDDPIMKKIHIMPE DM IO G KA DMK IDIOMKIN T CKIDI
TemPhD_cluster_54463 DODDDIMMKKINMPEIDHEDMCMMIAIKID KT MU DMK DDA KD
TemPhD_cluster_54573 PPDDDDINKKIA WD IDMEMAMOIIKKOKD MK IDKHCHOMKMCHIKIKKICKK KIDODIMA KD
IMGVR_UViG_2690316311_000019|2690316311]2690374196 DIDDDDMMKKANDIDE DD OIONMM CDT MU 1> @AM DM A 1 KW
TemPhD_cluster_54550 DPDDDDIMMKCIMIMDE DMK A G DIHCHOAKMUMAKI IDIPDMTN | KIDM
TemPhD_cluster_54314 DIDDDDMKCIMMEADHEMN SN KT KM IXHCAKHMKMMAKKN DD A1 KD
TemPhD_cluster_54223 DPDDDDMMIKINIDEIDHEMIMN AN KT KK DU IO KA
TemPhD_cluster_54627 HODDDDMKKKIMIEIDMOM @ MIAIKD G MKII DKHCN KKK IO KW
TemPhD_cluster_54499 DIDDDDMNKKKIMDEDNEM MO CIZMKUN DN KKK KK IO KA
TemPhD_cluster_54349 DIDDDDMMKKKIMDEIDNEDM SO G IDHIUHN IMRHKIKKKK DA KM
TemPhD_cluster_54248 DIDDDDMMKKAMMMDE DN OILN A0 DD IKKKHIDUCUHMIMHIKKKK KON KA
TemPhD_cluster_54687 XODDDMMKKIIMDEADMDMIM MM KWK DIHCHDN KKK KIDIDIICR T I
TemPhD_cluster_54577 DODDDIMKKII DM DMOMPIOIKKIO KUK DIHCHON HAUKKHRKIKK IDHDMICHT XU
IMGVR_UViG_2718218139_000001|2718218139|2718228670 DXODDUMKKANMME DN (MO GO D0 IR KIDMOMIN M
TemPhD_cluster_54582 XODDDDIMKKIIMDEIDMOM €MDK KT IMKIKEIDIHHON KUK IDIDIAINT KW
TemPhD_cluster_54376 DIDDDDMMKI PP IDMENTMEIDIKU DA IDKKNIDKHHOURIKK IDHDXITH | KD
TemPhD_cluster_45404 DIDDDDMMKKANBHIEIDHEDIN BEANED KD D KU KUK HUKRKIKKI IDHDKIA1 CXKI
TemPhD_cluster_45421 DPDDDDIMKKCIPIDEADINDN M MO KUK IDIKHHON HAMRKKIKKCKK KIDIWDKIN - <D
TemPhD_cluster_54351 PLDDDMMKKIMDIPIDHED DM KMK___ DI DAHIKMM KKK IDPOMIN KW
IMGVR_UViG_2724679293_000007|2724679293|2724723434 ) DD DIKAMMDEIDHEDS MM A S DK IR IDIDII A1 KA
TemPhD_cluster_54547 DPDDDDPMKKKIMIDE AT 0 MPOIKK KWK IDCKHCHO MK IDIDRITN | CKID
IMGVR_UViG_2563366911_000001|2563366911]2563396382 NODDDMMKAMMEDMDDMAMOIIRAO CT— AT DU IMKQRIUMDMIMIAA] XM
TemPhD_cluster_54361 DIDDDDMNKKANBIDEICHEMN SN0 G0N DACKHKIMKMKKUIKK KIDIDEI AT KD
IMGVR_UViG_2690316068_000001|2690316068|2690337581 DODDUMKKANMMEOIDNEDMAMOKID G DI MMM MDMOMITNT XA
IMGVR_UViG_2718218133_000001|2718218133|2718228647 PM)DDUMMAKINMIDT DN MU MOOKMOKD<T KA DU DM KU
TemPhD_cluster_54405 DIDDDDMKKANDHIDEICHEM B NAD KT WK DACHRUIMKIMKIKK DO I
IMGVR_UViG_2585427964_000001|25854279642585482953 DPDDDDMMKK M IDMEDM MO DO TN 6T ONMHUNIDAHUMMAMMKUMDMOIN XA
TemPhD_cluster_54292 DDDDDMMIKINDIDE DI SN K MHH DA MM IO QT I
TemPhD_cluster_54493 DIDDDDMMKKAMMEICHEN SN G DN DM MAMKKKKKIKKEMDIKTA 1 KD
TemPhD_cluster_54265 PMDDDDMKKKIMDECHEM MO DD KN D ACCHIMKMKMKKKU DD XA
TemPhD_cluster_54444 JODDUMMKKANIDEDMOMMNRIO- KT DK IIKHKKKCKI DDA CKIDM
TemPhD_cluster_54688 DPDDDDIMDIKKKINIDLIDMEM MOKIAKMN DU DU KAKMIKKKCKK OO KD
TemPhD_cluster_54531 DPDDDDMKKANBIDE DN SN C___IKKAKT IDCIHCHON KUK IDIOXIN CKID
TemPhD_cluster_54299 DIDDDDMMKKICIMDE AN SEA MU KD MK DU IAUKMKKIACKI IR A1 K
TemPhD_cluster_54648 DODDDMMKKINDIPEIDMOMO IPOIL KKK MK KKK IDHDMICH T KD
TemPhD_cluster_45380 DIDDDDMMKKCIMIDEIDMEM MM KDL MDA KNI IMKMKIKKKI DDA K
IMGVR_UViG_2728369393_000001|2728369393|2728434767 MODDDMKKANM DM A @O GO D0 IR IDWOMIN. AW
TemPhD _cluster_45322 DODDDIMMKIKI P OIS MKH DK IR IEMDXIId 1 KD
TemPhD_cluster_45416 DPDDDDIIN GKKIIMMPEIDHEM MMM KDKDMK IDIDEKIN I KD
TemPhD_cluster_45400 pLDDDMKKANDIPEIDMD MMM K WD DHHON KKK IDIDEMIINT KD
TemPhD_cluster_54454 HODDOMMKKAMIEIDMOM K- IR KKK DKM IO KA
TemPhD_cluster_26679 XODDDDIMKKII MDD @ MK K MDA DIHCHMAMMEIKICKKK KIDDPOXIH | KD
TemPhD_cluster_45351 D)DDDDMMKKAMMDEIDHIEDNM BA NS KDL MHKIKH DA IKAMHKIIKKKK DDA | KA
TemPhD_cluster_54392 DIDDDDINKKANBHHEICHEDN BEANHO-COZDMHN DAKHAN IAMKKKIIKK OO KD
TemPhD_cluster_54523 XCDDDIMKKIIMDEIDHDN MY MO KKK K WKE DIKHMPAMMMKKKIKIK KIDPDRKIN T I
TemPhD_cluster_54316 D)DDDDIMMKKAMIDEIDIMEDM BANAKD KD MU DA IKAMHKIIKKKK DDA | KA
TemPhD_cluster_54271 DIDDDDMMKKAMMEICHEN BN DA NDKINIDIHH I DDA CKIPID
TemPhD_cluster_54283 DIDDDDIMDIKKKINHID DM MM KK DARHHMMMKMAK I DDA KD
TemPhD_cluster_54373 DODDUDMHKIIMMDEIDMEDMAMOI KD K MANDUMMORMNIKCIKK KIDIDDMIIN KA
TemPhD_cluster_54602 XODDUDMDMKKAMMDE DM INOIIKKID S NI DIHUMPHMNMKKIK IDPORKIN | CKIDM
TemPhD_cluster_54458 NODDDMMKKAMMEIDMOM IOIMKI K MICHIDICHCHDN KUK ICODMICR T KA
TemPhD_cluster_45391 PIDDDDMKKKINDIDEICHEM OO KDL IDU DK IMmKKIKU DI 41 KA
TemPhD_cluster_54419 XODDDDMKKKIMDEIDMDDIN MO NI KWK DHAMMMKARK IDHDIIN | KD
TemPhD_cluster_38901 DIDDDDMMKKAMPIDLDHEM IO MK KD IKAKM DHCHKHCHO HUMKIKKKIKK IDMDIIIA ] KD
TemPhD_cluster_31062 PIDDDDINKKANBHDEICHEDN BEINHO -GN DA IKAUMKKKKIKK KOOI KD
TemPhD_cluster_45433 pDDDDINKKIMIDEICHOMIN MMHOEDMOKKT___ KU DMK DRI KD
uvig_384699 DODDDMMMKKAMIDE DN MM K WA DMK IDDEMKIN T KU
NC_031129.1 DhPDDUMMMKKKI D ADHEMOMIII KUK ORI KKIIDIKHKHOM IR IDDXIN D
TemPhD_cluster_54227 DIDDDDMMKKAMPIDDHEM IO KD IIKAKM DHCIHCHON IUMKIKKIKK PMDXITA] CKIDD
TemPhD_cluster_54286 DIDDDDMNKKIANBIDEICHEDMN B NKOHDADE__MDKIKH DU UKL KDMDXIIA | XD
TemPhD_cluster_54408 DODDUMMKKANDIDEDMOMN @ WA ORI K ADKIKEDHMMIKHMMKKKKK DD KA
uvig_328967 DIPPDDMMMKCMDIDTIDHD MO M MK KT IKKAKI DKM IDIDIITN T KD
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