MGV-GENOME-0279784  CKUKKIHCHIKIUARIARKICHIMI K I IR EKT QUM
MGV-GENOME-0297936  CKIKKKCHICHKARAKKIIAC KM IAIACH 4CIRACKRACK K Quc=1d
MGV-GENOME-0328169 MK AHAKITRIAN KM 43 IR KT GdEaa@ad
uvig_462545 UMM M IR Qa1 aH
SAMEA2737687_b1_ct10_vs2 { KA SRAKIHKHAKI QI ¢ IAAKKKA
MGV-GENOME-0250663  CKMKKCKICHIK QHAIKAMN U R G IRCAKUCK
MGV-GENOME-0286344 KUK RIAKIKMK K, IAKN ¢ IRAICKKd adaa
MGV-GENOME-0315669 HKCKMCHIKHKIKIIKIHM 1 KM XA IR KT AU
uvig_165586 (] KUMKHHCHITRIRH CIRHKHKN A KRN 40 IKCKKIUCKKKT
MGV-GENOME-0277237 {KUCHKHKARIAKKICHIIN X SRAACIACKH IR qEaau
uvig_51526 K KUCHIRIKHRKIMRKIN MK G G IR KT Qeaxad
MGV-GENOME-0316449  KIRIMCHIUKRIARKICIIIK KT AR IAKN 4 IR KT @4
MGV-GENOME-0234505 CKHIKCKKHCHITN AHIRKICHKII K T R ¢ IAACKKANCK
MGV-GENOME-0228454  (MCRIHIAKAIKIMAAN I A KA 43K
MGV-GENOME-0228232 {KUCHMAARKKIMRKAK i AN 0 IRCKIKa
MGV-GENOME-0243596 D) CKH(KIHCHHIIM SRR I QAN G I HKIC

MGV-GENOME-02897 14 CKIKKKKHICKICIHI KRIAKICHKHII KK RN KR HACKKKIC
MGV-GENOME-0235050  CKHICHHCHIGHAAACH KHKNA KKK AR I IKKICKKKKICKK
MGV-GENOME-4412308  CKUCKHKHICIN KR KIMKN41 T CRAACKN IR

uvig 567107 D T CRAHCHIKKHTRKINN 41 HRMC_K I SRR G HRRCKAACACKT @A

uvig 416216 GUMKRCKIM UK A UK ARAAHAKN A IRRCKKKUCKA
MGV-GENOME-0313579 KK (CHHCHCHKK AHARKITKII MM AN AU @@ EHEIE
MGV-GENOME-0246987 (KHCHTUKKKIKKIGKKKI MM AAARAKH R HRKKKKKKI
MGV-GENOME-0315922 {KCKHCKIMA KA KRUKICN KKK AN I IAREARKICKKKT AGEN
MGV-GENOME-0304717 { CKIKRUCHRUA KRRIRKITKHIA KN KX CRAKACKN IR KD AdEaaEKE
MGV-GENOME-0324268 CHEH KKK KKK AR IR AdEaAd
MGV-GENOME-0291702  CKIRKKRKCHCIIHRRKITKHNAK MM IR IR KT G ETdE
MGV-GENOME-0304522 CKHRHRCHEIKIAHRKINMKANKN X AN AT 4
MGV-GENOME-0256010  CKICKRICHEM SRRRKITKNKKI M RN A3 IAKKKKKCKKKT €

uvig_495913 JCKUCHUAAKRIRKIIN X AN KKK
MGV-GENOME-0282335 (KUGKHCKCHA (<KHRRKICMRHAKIN T AR AT AedETad

uvig_504902  CKUACKHMCKCHIKIRRRKIKAAKN MK CRAKCRAAN G RKKKCKKKKICD
MGV-GENOME-0284565 QXHICKUCHUUARKINM K KRR SAACHAH 0 IAIEKKKICK T AeEHAH
MGV-GENOME-0311068 KK CKIUKKIHCKICHM AR RN kK RN KKK (@ aaEIE
MGV-GENOME-0323385 KKK CKIMKKKMUCHAM AKKIHKHKIKN T AN IR A aaEId
MGV-GENOME-0306420 CKIKKKHCKCHM KRIAKIHKH MK AN IR AdEAAE
MGV-GENOME-0288631 CKIKKKHCKCHM KRIAKIHHI KM ARAARAN K IKEKKKICKTT AETIAAHA
MGV-GENOME-032992:1 CKIKKCKKKCHIIN T IR <X OACRIACKN IR KT AEEaEEIIA
MGV-GENOME-0283586 - CKIMHHCHHMCIRKK4I A TR AT I IAREARICIATT QI
MGV-GENOME-0294671  CKIUMKKCKRCHIHARRIIKKMA 1 ki1 AR IR KT AdEIAAEN
MGV-GENOME-0284955 KIRKKHCHITIKA KRR <Rk RO KA A IRRCIAKRKIKIE KT AT
MGV-GENOME-0323918 K CKICKKCHIHI ARIKIMARKN I AN KKK AEEEaaEIE
MGV-GENOME-0315167 @ CKUCKKKHIHKAK RRKITKN4( MK SRR G IRARIAKKICKKKT QKA

uvig 496146 7 UHKHIHAACRIRIHRUAKN KX SR AR KT AT
MGV-GENOME-0267389 KKK ARRIKIKMKAN KK AR G RIAKAKKCACKT QUK

uvig 80532 (T DODDD AN KAKHCHURKKIRKIMKHN A X AT G R AMEEAHEAT
MGV-GENOME-0286545 KKK HKKIN KX RN QIR KT AR
MGV-GENOME-0331713 KT CHIHKIKHKIRAMKI <K I AR IR AEEaaEIdE
MGV-GENOME-0252404 (RKITKIKK KK AAARAAN I IARAKCKKT AEIaaEE
MGV-GENOME-0234967 (I KKK MK AN I IARIKKKICKKTT «d
MGV-GENOME-0289896 KIKKKMHKKUAKKHRKIMKIMA IR I IREKKKKKKKKT AKd
SAMN06164470_a1_ct43275_vs1 D KT <KIMCHRAKKRAKIMKIMAN I AN I AT 1A
SAMN03418268_a1_ct173638_vs 1 ) QKK <K AR ACHCIKI KT RIRNMIKNAKH MM KA ¢RI KT AE3AaEIA
uvig 129021 (DPDDITDD  CRCMCDAMKKICIIC MK K SIARRIAKH A IRCKIRKK KT AEIAaEAA

SAMEA2737803_a1_ct52357_vs1 DD CHEIKKCIKIMKIKCHIIAAKRIAKIMKMN KKK AR IR AT
MGV-GENOME-0331717  KIMKKCHRRRHCHIHRAKI KA KICHRAA Rk KA IR G
uvig_469400 ¢ KU CRRKIHAKICIHC CRICHRKKRNAN KM IR R AEEaAaEAd
MGV-GENOME-0300045 HKCHITHIKIHCA RMRKRIAN KK RIAH R IRRCKIKRCACKD AaEaaEIAE
MGV-GENOME-0341030 KKK )4k DAUNRKHRKCKICHAA RMKRIKNEN KRICXEHTAACKIAA IR KT A aaEd @
uvig_288789 KK M4 T R KR IAHAN KKK
uvig_243028 T HUCKRKCHIRUANHIKIMRHN R IARAN K IKEKKKKI
MGV-GENOME-0309165 ) KUHCHIHKAN K GRAKIKN 441 <R KA R QU
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