uvig_275902 KKK UMMM KRR CMCHRRRRRRRKRCK AR DRI
uvig_234208 MK KKK ORI CHCIK MK IMRCIKHUHRHIKC
uvig_263870 __ KKKKCKCMCKRRKRRKRRRI IR MUKW M R MRHARKIC M
MGV-GENOME-0368424 KKK CIKKRKHKHCKRKICICHRICKHH AR R KHRH AR HRRRKKO KR
Minot_Diet_SRR5088937_NODE_1_length_106040_cov_333.270000 (K| MMM BN AN D KO RUACKI
MGV-GENOME-0369740 kKKK KKK CURURRKRRICRRKAR IR MBI R A MR MK R
IMGVR_UViG_3300045988_174555|3300045988|Ga0495776_074424 kKD KK IMHAKKCRKIKCRHCK DM M MMM
MGV-GENOME-0369743 kKX KKK CMRACRKRRRCRRKRCRHRICICH MM R IRk
IMGVR_UViG_3300045988_174613|3300045988|Ga0495776_016637 (MK KK MUK IACAMIMEMM AU IR amaaacauamaad
(o NWAR=AK 111111 VO (G (e T (U
MGV-GENOME-0368901 KM MKKKKK K CIRRKKHRCRRIIRICRRKHR! DR 00 K BMRRKMCHI IR CRRRRRIKC
MGV-GENOME-03677 13 KKK KKK RN KRR MCIKHCHCRRKIT U
uvig_52010 C_ KKKKCICIMRRKHCRRKI IR DR KRR MR
MGV-GENOME-036891.2 KM kkKCTX _ KKKKCICIMCRRKHKR IR MR KRR CRKKRCHRIIAC
MGV-GENOME-0356385 KM KHKKHKRKM IR MR KK kKKK KK
uvig_147886 MK X KKK CHRHCRRRRRCRRRICRIRICICHAK D MMACHA KO R COCHMRRCKKRK KRR
MGV-GENOME-0368964 KKK MMAMKEA k1M IR XK HKICRRARRRMIIRR KRR
IMGVR_UViG_3300045988_178788|3300045988|Ga0495776_130137 KX NI AUk UMMM MMM KA auad
uvig 239724 _ KKKKCHUCHRRACHRKIK IR DMMACIH MK KR IR MMM N
MGV-GENOME-0369559 KKK KCHRUCRKKRHKRKITKIICHART DA M MR AR IR
uvig_246517 CCRKUUCIRRUAKICRRAMMARIK DX KRR I MM AN
IMGVR_UViG_3300029468_000002|3300029468|Ga0244207_100123 ¢ KKUUMCK UMD KRKKCKCIMCRRKRUCARKITRCIHERE BN M b Mk i
MGV-GENOME-0369211 KKK DA KNI IR B IMRRARRICRRRMAA DKM
IMGVR_UViG_3300045988_174893|3300045988|Ga0495776_074350 { XXMM UMMM MDA MKW DRI M craacm
MGV-GENOME-0368533 KKK HKHCHKKKKKCHIICKIICHRH DMINKCIARH001<D 0K RMRHMRRCRMRMIRRRRRKIAKICKHHM 10K
MGV-GENOME-0369576 HMHURKKKIK I CIRUKRRRKCHRRCK IR AT KK MR KKK KRR
IMGVR_UViG_3300045988_171497|3300045988|Ga0495776_017856 M MMM MMM AU I D A
IMGVR_UViG_3300045988_170407|3300045988|Ga0495776_017859 4K KKK MMM KK KUK IR MMM
IMGVR_UViG_3300045988_173210|3300045988|Ga0495776_004548 ik} I I KM KA1 MK O aIauaad
uvig_570360 MK KRKKCRCHMRUCKRRRRRCKRRKRCIRICRRKHA DM KK MR RN
IMGVR_UViG_3300045988_176347|3300045988|Ga0495776_129992 KX KKK K IRHCARKHCKRKACK I HCH DMK M0 R RIC AR AR
IMGVR_UViG_3300030447_000130|3300030447|Ga0168849_100237 D KK MUK DRI A I
MGV-GENOME-0369124 il D KKKKCKORMCRRKKUCHKKICHRIIHKI DA b ki< kR MR I
MGV-GENOME-0369112 MK IR MR AR KM RN
IMGVR_UViG_3300045988_175559|3300045988|Ga0495776_004542 (D KK XA MMMk
uvig_298666 MMIKNAKKK KKK CMKRRRKRCHRRIIKIRACKCHRT MR MR CRRRRK KNI
OTU_92 JIKCDX KKK RHCRRRRHCRRKRCRIRRIIKCHK DR RICH < KR MR KROUCK I
uvig_3253 19 KUK DA KB KRHHCRHRR KRR DX KRR
MGV-GENOME-0369096 KXHIKI DMCHIH1CD R CKMRIMRRCRRMMCHRRRUMIHIIMIKKK I IR
uvig_243588 KX KKKKCHCURMCRRRRUMKRKMRIC IR DM RO MR KORCRACIKHMCRRRRRRRIICICK
IMGVR_UViG_3300029486_000001|3300029486|Ga0244145_100198 D KKK IMCKARMCKKICITRIKH DUMMACHMAM R MR KA
uvig_242241 {CKKUUCIHURKIC MMM KRRKCICIMMCRRRKIHRKRK RN R DMK
IMGVR_UViG_3300045988_173111|3300045988|Ga0495776_130150 il KKK IMCRRKKUCKKKIK IR A DMAACIMRAM MK ORIk
uvig_245646 __ KKKKCKCIRHCRRRRKHCHRRII IR MO KD KK R KCHMIRKRIC i
IMGVR_UViG_3300045988_176201|3300045988|Ga0495776_130141 I MR HCHICIIMICR AR KRR IRMCRRRRMHRMC IR D
IMGVR_UViG_3300045988_173636|3300045988|Ga0495776_004558 I IR I MMM D KM DM
IMGVR_UViG_3300006299_000001|3300006299|Ga0099524_100097 MM KA A KA D
SRS043001 _a1_ct4460 X KKKKCKCHRHCRRRRRICKRKKHCIRRIIKHHRIR! MUBOCUMRK R HCICHIRCIKRORCR IR
uvig_71699 _ KKKKKCHCURKRKRKHMKKRKRK IR DRI M MR
uvig_129974 DX JIKKCKCIRMCRRRKMCRRRICICHRACHCH DMK UKD I A XA
MGV-GENOME-0353035 KKK HKMCHKKKKUCKRKACK IR MM AMRKI MR CMCKKROEKC
MGV-GENOME-0348412 KKK HKUCHKKACKKKICKCIRICIKI D MR AN
MGV-GENOME-0356300 (i 10 KKKKICURRCRRKMRRKIRTICIRICIKI DRI KA I
MGV-GENOME-035 1486 KKHHK! DMK 0K U RHCCR A KRR
uvig_7272 UKD KRNI MR
MGV-GENOME-0348345 (kA kA0 kAR RN
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