
IMGPR_plasmid_3300029424_000014 505:10096(+)

Sporulation initiation inhibitor protein Soj (BCHOPMBH_00002)
3 4 5 6 7 8 9 10 11 12 13 14

IMGPR_plasmid_3300029391_000009 19236:28931(-)

OPEMJDOK_00027
OPEMJDOK_00028

OPEMJDOK_00029

OPEMJDOK_00030

IMGPR_plasmid_3300029660_000009 1579:11273(+)

5 6 7 8 9

IMGPR_plasmid_3300029433_000010 228:9057(+)

2 3 4 5 6 11

IMGPR_plasmid_3300008737_000006 237:9828(+)

3 4 5 6 7

IMGPR_plasmid_3300029776_000013 256:8764(+)

1 2 3 4 5

IMGPR_plasmid_3300053491_017303 16943:30695(-)

26272829303334353637

IMGPR_plasmid_3300053491_018636 1:9299(-), 26556:30163(-)

HLMNEGKN_00001
HLMNEGKN_00002

HLMNEGKN_00003

IMGPR_plasmid_3300029785_000007 1:3210(-), 20471:31137(-)

1 3031323334

IMGPR_plasmid_3300053491_027656 20738:3547(+)

33 34 35 36 37 38 3940

IMGPR_plasmid_3300029335_000010 5167:18920(+)

15 16 17 1819

IMGPR_plasmid_3300053491_021503 1:634(-), 17131:29770(-)

1 262728293033
PD-T4-5__PD-T4-5 (FGMOCJBP_00037)

IMGPR_plasmid_3300029406_000003 1:5638(-), 22062:29900(-)

JJPDOIHP_00031
JJPDOIHP_00032

JJPDOIHP_00033

IMGPR_plasmid_3300053491_032735 10860:25711(-)

17181920212225

IMGPR_plasmid_3300053491_024963 10861:23318(-)

GDGAOLEA_00017
GDGAOLEA_00018

GDGAOLEA_00019
GDGAOLEA_00020

GDGAOLEA_00025

IMGPR_plasmid_3300053491_027729 10860:20256(-)

GMNAJHGG_00017
GMNAJHGG_00018

GMNAJHGG_00019
GMNAJHGG_00020

GMNAJHGG_00022

GMNAJHGG_00023

IMGPR_plasmid_3300053491_023111 16941:28581(-)

AJLKGOEG_00026
AJLKGOEG_00027

AJLKGOEG_00028
AJLKGOEG_00029

AJLKGOEG_00030

IMGPR_plasmid_3300053491_024930 2899:14572(+)

DDDENLDD_00012
DDDENLDD_00013

IMGPR_plasmid_3300053491_027701 24130:4847(+)

PDBMHNAB_00001

IMGPR_plasmid_3300053491_021506 10856:22470(-)

HJBEOPHB_00017
HJBEOPHB_00018

IMGPR_plasmid_3300053491_032719 8432:20074(+)

CCNPPLGE_00019
CCNPPLGE_00020

IMGPR_plasmid_3300029191_000020 18342:29958(-)

BHOKLLOD_00028
BHOKLLOD_00029

IMGPR_plasmid_3300053491_027693 2375:14052(+)

CMIABIGE_00009
CMIABIGE_00011

CMIABIGE_00012

IMGPR_plasmid_3300053491_021517 16935:28665(-)

HJNOCOLG_00026
HJNOCOLG_00027

IMGPR_plasmid_3300053491_019915 16745:28421(-)

LDOFNJBB_00025

IMGPR_plasmid_2562617142_000002 7012:18663(+)

HENIAAMO_00018
HENIAAMO_00019

IMGPR_plasmid_3300053491_025979 1:6954(-), 26342:31131(-)

LLJNEHJJ_00001
LLJNEHJJ_00037

IMGPR_plasmid_3300053491_030735 2415:14098(+)

IGOLEJOD_00011
IGOLEJOD_00012

IMGPR_plasmid_3300053491_025963 5880:17530(+)

APEMMODE_00016
APEMMODE_00017

IMGPR_plasmid_3300053491_025981 27953:11543(+)

DFBBOBMB_00008
DFBBOBMB_00009

IMGPR_plasmid_3300053491_024946 10882:22932(-)

KDDNOAON_00017
KDDNOAON_00018

IMGPR_plasmid_3300053491_036397 4713:14277(+)

CFJBDMNJ_00012
CFJBDMNJ_00013

IMGPR_plasmid_3300053491_032723 4714:14290(+)

BEHMOMFE_00012

IMGPR_plasmid_3300053491_025968 4715:14241(+)

NEPPLPIH_00012
NEPPLPIH_00013

IMGPR_plasmid_3300053491_024929 10858:20384(-)

CGKFBILM_00017
CGKFBILM_00018

IMGPR_plasmid_3300053491_024047 16946:25747(-)

ALNCNOLC_00026
ALNCNOLC_00027

IMGPR_plasmid_3300053491_023108 16943:25731(-)

LJEIOCMC_00026

IMGPR_plasmid_3300029527_000007 21165:30688(-)

AIILMKIA_00031
AIILMKIA_00032

IMGPR_plasmid_3300053491_024938 185:9709(+)

FJKONFFO_00006
FJKONFFO_00007

IMGPR_plasmid_2915859413_000002 27759:6345(+)

LFOMMGBL_00002
LFOMMGBL_00003LFOMMGBL_00038

IMGPR_plasmid_3300029672_000009 1199:10758(+)

DBJHECEI_00007

IMGPR_plasmid_2854171795_000002 23586:29851(-)

IIKBOCLK_00034
IIKBOCLK_00035

IMGPR_plasmid_3300053491_025989 26225:4806(+)

DIGAIGAF_00001
DIGAIGAF_00034

DIGAIGAF_00035
DIGAIGAF_00038

IMGPR_plasmid_3300007062_000003 971:12501(+)

PD-T4-5__PD-T4-5 (EMGFBFNJ_00002)
EMGFBFNJ_00003 EMGFBFNJ_00009

IMGPR_plasmid_3300006487_000002 14348:25878(-)

OIIFGFJL_00022

IMGPR_plasmid_3300053491_023104 29057:9741(+)

KABKFBKD_00006

IMGPR_plasmid_3300053491_035534 27764:8457(+)

EKBCEPIB_00004
EKBCEPIB_00005

IMGPR_plasmid_3300053491_025998 10882:22382(-)

KBACMMCI_00017
KBACMMCI_00018

IMGPR_plasmid_3300053491_025992 24162:4855(+)

JPALDKLG_00001

IMGPR_plasmid_3300053491_050878 20782:34254(-)

JOLJLMIH_00029

Insertion sequence IS5376 putative ATP-binding protein (JOLJLMIH_00030)
JOLJLMIH_00031

JOLJLMIH_00032

IMGPR_plasmid_3300029501_000009 30858:8865(+)

MFMFKGMO_00005
MFMFKGMO_00006

IMGPR_plasmid_2898069003_000003 1:5583(-), 26866:31093(-)

BBNCNCIH_00001
BBNCNCIH_00002

BBNCNCIH_00003
BBNCNCIH_00005 BBNCNCIH_00034

IMGPR_plasmid_3300053491_030727 25812:3631(+)

FPCHAPNK_00037

IMGPR_plasmid_2868532826_000002 2115:8428(+)

MGJGJJME_00004
MGJGJJME_00005

IMGPR_plasmid_2938088584_000001 70:4806(+)

PFOJCKJG_00001

IMGPR_plasmid_3300029848_000008 540:6776(+)

KFAPDFHF_00002

IMGPR_plasmid_3300029231_000004 103:5140(+)

KHKNNDIM_00001
KHKNNDIM_00002

IMGPR_plasmid_2833564832_000001 67:4803(+)

PLCCENEE_00001

IMGPR_plasmid_3300029477_000006 23112:27848(-)

NAOHHACN_00034

IMGPR_plasmid_3300029007_000004 22803:29073(-)

PEBFFIDG_00033
PEBFFIDG_00034

IMGPR_plasmid_3300029134_000012 188:6175(+)

IS5 family transposase ISMac15 (PHMIHDOO_00001)
IS982 family transposase IS195 (PHMIHDOO_00002)

PHMIHDOO_00003

IMGPR_plasmid_3300029772_000007 171:5287(+)

IS982 family transposase IS195 (EBAHACLM_00001)
EBAHACLM_00002

IMGPR_plasmid_3300028976_000010 169:4278(+)

FHDEPHDK_00001

IMGPR_plasmid_3300029539_000011 14:7544(+)

NIHPBIBO_00001
NIHPBIBO_00002

IS982 family transposase IS195 (NIHPBIBO_00003)

NIHPBIBO_00004

IMGPR_plasmid_2873663553_000001 23127:28243(-)

LBDAEDAF_00034
IS982 family transposase IS195 (LBDAEDAF_00035)

IMGPR_plasmid_3300029873_000009 23678:27787(-)

AKCEJBKN_00034

IMGPR_plasmid_3300053491_032732 24633:7375(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (MKJHPNNE_00001)

IS5 family transposase IS1169 (MKJHPNNE_00002)
IS982 family transposase IS195 (MKJHPNNE_00003)

437

Aclacinomycin methylesterase RdmC (MKJHPNNE_00038)

IMGPR_plasmid_3300053491_030748 316:12816(+)

Aclacinomycin methylesterase RdmC (BBBAILAB_00008)
23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (BBBAILAB_00009)

IS982 family transposase IS195 (BBBAILAB_00010)
BBBAILAB_00011

IMGPR_plasmid_3300053491_036394 316:14015(+)

8 9 10 11 12 13

IMGPR_plasmid_3300029374_000019 21382:30779(-)

32333435

IS982 family transposase IS195 (HKNJOOKA_00036)

37
38

39

IMGPR_plasmid_3300000285_000003 19491:27925(-)

272829
30

31

32
33

34

IMGPR_plasmid_3300014917_000017 23941:32277(-)

343536
37

38
39

40

IMGPR_plasmid_3300008523_000007 19132:27487(-)

28
29

30313233
34

35

IMGPR_plasmid_3300029099_000010 20474:28824(-)

303132
33

34
35

36

IMGPR_plasmid_3300029794_000010 19237:25538(-)

282930
31

32

33

IMGPR_plasmid_3300029441_000009 17022:23119(-)

262728
29

30
31

IMGPR_plasmid_3300014956_000007 1:2727(-), 24144:33132(-)

1 353637
38

39

40
41

4244

IMGPR_plasmid_3300014515_000016 86:13172(+)

6 7 8 9 10 1112 13 14

IMGPR_plasmid_3300014846_000003 45:8393(+)

2 3 4 5 6 7 8

IMGPR_plasmid_3300014572_000008 208:8722(+)

2 3 4 5 6 7

IMGPR_plasmid_3300029768_000011 25992:34675(-)

3637383940414243
Sporulation initiation inhibitor protein Soj (EGFABOFI_00044)

IMGPR_plasmid_3300053491_034661 1:6642(-), 25924:32878(-)

3637

IS4 family transposase ISBf13 (FPACPJBK_00038)

39
40

41

IMGPR_plasmid_3300053491_033617 16930:30669(-)

262728293031

IMGPR_plasmid_3300053491_025921 2373:16102(+)

11 12 13 14 15 16

IMGPR_plasmid_3300053491_024901 2373:16168(+)

11
12

13

14
15

16 17 18

IMGPR_plasmid_3300029791_000022 19532:33344(-)

282930
31

32

33
34

35

IMGPR_plasmid_3300014754_000006 6349:20088(+)

18
19

20

21
22

23 24 25

IMGPR_plasmid_3300029105_000007 11362:23817(+)

21
22

23

24
25

26

IMGPR_plasmid_3300053491_035518 2376:17883(+)

11
IS1182 family transposase ISPa90 (DPLCLLJG_00012)

13 1415 16 17

IMGPR_plasmid_3300053491_030680 11212:26585(-)

181920

IS4 family transposase IS943 (DCAKMBJC_00021)
22

2324
25

26

IMGPR_plasmid_3300053491_033606 16943:32345(-)

26272829

IS1380 family transposase IS942 (BAGNOHHC_00030)

31
32

33

IMGPR_plasmid_3300029443_000020 413:11359(+)

6 7 8 9
10

11 12 13

IMGPR_plasmid_2811995144_000001 1:7931(-), 25188:32798(-)

123 36373839
40

41

IMGPR_plasmid_3300053491_025969 12596:27355(+)

22 23
24

25 26 27 33

IMGPR_plasmid_3300053491_044575 1:6736(-), 26032:32796(-)

363738394041

IMGPR_plasmid_3300053491_034662 16942:30565(-)

2627282930

IMGPR_plasmid_3300053491_027689 1:8809(-), 26531:33187(-)

7 34353637
3839

4041

IMGPR_plasmid_3300029862_000012 24363:31555(-)

JEINGPHE_00033
JEINGPHE_00034

JEINGPHE_00035
JEINGPHE_00037

JEINGPHE_00038

IMGPR_plasmid_3300029438_000006 20980:33552(-)

3031323334353637383940414243

IMGPR_plasmid_3300008479_000002 20941:31608(-)

3031323334353637383940

IMGPR_plasmid_3300053491_023075 2376:24956(+)

8 11
12

13 1415 16 17 18 19 20 21 2223 24 25 26 27 2829 30 31

IMGPR_plasmid_3300029325_000013 19113:25692(-)

2829303132

IMGPR_plasmid_3300029410_000013 98:5339(+)

FENMNCPF_00001

FENMNCPF_00002
FENMNCPF_00003

IMGPR_plasmid_3300014535_000009 816:7643(+)

POAHBBBI_00002

POAHBBBI_00003

POAHBBBI_00004
POAHBBBI_00005

POAHBBBI_00006

IMGPR_plasmid_3300007105_000007 24257:31085(-)

GFKJJEGB_00036
GFKJJEGB_00037

GFKJJEGB_00038

GFKJJEGB_00039

IMGPR_plasmid_3300008512_000003 3217:10044(+)

LBECEOLK_00005

LBECEOLK_00006
LBECEOLK_00007

LBECEOLK_00008

IMGPR_plasmid_3300008672_000009 21312:27509(-)

3132333435

IMGPR_plasmid_3300014552_000007 21512:28993(-)

31323334353637

9000 nt

Defence AMR


