1S66 family transposase ISAba25 (JNKKJHGI_00068) Putative toxin HigB2 (JNKKJHGI_00076)
616263 64 65 66 67 69 70 71 72 73 7475 |77 78 80 81 8283

IMGPR_plasmid_2565957086_000001 47117:60090(+)

Putative toxin HigB2 (INDBBFLL_00079)
73 74 75 76 77 78 | 80

IMGPR_plasmid_2531839462_000002 49483:59961(+)

1S30 family transposase ISAba125 (BPBHDAJJ_00038)
Putative toxin HigB2 (BPBHDAJJ_00041)
47 46 45 44 43 42 40 39 \ 37 35 31

E%

IMGPR_plasmid_2880048597_000003 19427:31252(-)

1S30 family transposase ISAba125 (PHABODGM _00092)
Putative toxin HigB2 (PHABODGM_00089)
83 8 85 8 87 8 |9 91 | 93 1530 family transposase ISAba125 (PHABODGM_00097)

IMGPR_plasmid_2687453347_000002 63222:76140(+)

Putative toxin HigB2 (OOEIGMFG_00007)
1 2 3 4 5 6 |8 9

IMGPR_plasmid_2565957087_000001 64390:8102(+)

Putative toxin HigB2 (IPANFGGF_00079)
73 74 75 76 77 78 80 81 82 87 TelA-like protein (IPANFGGF_00088)

IMGPR_plasmid_2529293009_000003 49269:61839(+)

Putative toxin HigB2 (JICCKGNL_00022)
28 27 26 25 2423 |21 18

IMGPR_plasmid_2554235061_000005 12457:22935(-)

Putative toxin HigB2 (DEIDPDPN_00039)
45 44 43 42 41 40 | 38

IMGPR _plasmid_2923051461 000002 21017:32043(-)

Putative toxin HigB2 (LELLGGPC_00059)
71 65 64 63 62 61 60 | 58 57

IMGPR_plasmid_2718218415_000001 38752:50737(-)

Putative toxin HigB2 (MDKONLPG_00035)
41 40 39 38 37 36 34

IMGPR _plasmid_2718218118_000001 16683:28408(-)

Putative toxin HigB2 (FEMAKKCC_00043)
37 38 39 40 41 42 | 44 45 46

IMGPR_plasmid_2938851558_000002 23797:35662(+)

Putative toxin HigB2 (DHPCCECA_00072)
78 77 76 75 74 73 | 7170 69

IMGPR_plasmid_2718218459_000001 48260:60123(-)

OXA-2 family class D beta-lactamase (NFO00267.2) (IAIAJMCB_00046)
1S4 family transposase ISAba33 (IAIAJMCB_00045)
1S4 family transposase ISAba1 (IAIAJMCB_00044)
Putative toxin HigB2 (IAIAJMCB_00050)
56 55 54 53 52 51 | 49 48 47 43 41 40 39

IMGPR_plasmid_2896884958_000002 22335:37520(-)

Putative toxin HigB2 (OOALJDIN_00101)
95 96 97 98 99100 | 102

IMGPR _plasmid_2718218066_000001 64271:73303(+)
Putative toxin HigB2 (GCNGJPGJ_00022)
29 2827 26 25 24 23 | 2120 19 13
IMGPR _plasmid_2724679141_000003 7556:20574(-)

Putative toxin HigB2 (BNANKOBM_00002)
9 87 6 5 4 3 [ 1

i

IMGPR_plasmid_2531839465_000003 290:7430(-)

1S4 family transposase ISAbal (ENMAMAPP_00017)
1S4 family transposase ISAba33 (ENMAMAPP_00016) Putative toxin HigB2 (ENMAMAPP_00004)
10 9 8 7 6 5 3 2 1

IMGPR_plasmid_650377901_000002 805:10092(-)

Putative toxin HigB2 (ACJEPDPC_00085)
75 7879 80 81 82 8384 | 86

IMGPR_plasmid_3300053491_ 055529 56963:69157(+)

Putative toxin HigB2 (FOLDIABF_00071)
65 66 67 68 6970 | 72

IMGPR_plasmid_3300053491_053799 49576:61777(+)

Putative toxin HigB2 (MADJMDPA_00041)
47 46 45 44 4342 | 40

IMGPR_plasmid_3300053491 058743 18946:31131(-)

Putative toxin HigB2 (BPOKDOPJ_00081)
75 76 77 78 7980 | 82

IMGPR_plasmid_3300053491_054571 55658:67875(+)

Putative toxin HigB2 (AJJDAKJJ_00017)
23 22 21 20 1918 | 16 15

IMGPR_plasmid_3300053491_058742 4066:16440(-)

Putative toxin HigB2 (OPMLIIAA_00008)
14 13 12 11 109 [ 7

IMGPR_plasmid_3300053491 056763 1:11171(-), 69749:70992(-)

Putative toxin HigB2 (MAEPKBJN_00009)
1 3 4 5 6 78 |10

IMGPR_plasmid_3300053491_057609 68121:10479(+)

Putative toxin HigB2 (MJIJCGAM_00047)
42 43 44 45 46 | 48

IMGPR_plasmid_3300053491_ 056319 33481:45709(+)

Putative toxin HigB2 (IDPLMILJ_00043)
49 48 47 46 45 44 (| 42

IMGPR _plasmid_2875312104_000003 19858:32036(-)
Putative toxin HigB2 (PMDOLLFB_00054)
48 49 50 51 52 53 |55
IMGPR plasmid_2648501337_ 000004 36512:48691(+)
Putative toxin HigB2 (JBCNCIPK_00032)
38 37 36 35 3433 |31 29
IMGPR _plasmid_287530065%9 000001 15068:27441(-)

1S5 family transposase ISAbal10 (MPPEDDCC_00074) 1S21 family transposase ISBmu3 (MPPEDDCC_00081)
1521 family transposase ISPpu7 (MPPEDDCC_00080)
Colicin V secretion protein CvaA (MPPEDDCC_00073) 76 Putative toxin HigB2 (MPPEDDCC_00089)
RtxA (VF0482) (MPPEDDCC_00072) | 75 77 78 79 ‘ 82 83 84 85 86 87 8 | 90

I
IMGPR plasmid 2718218116 000001 57032:75603(+)
87 88 899091

IMGPR_plasmid_2582580788_000002 59689:64754(+)
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