tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (NLFPGFEC_00180)
Vitamin B12 import ATP-binding protein BtuD (NLFPGFEC_00175)
S-adenosyI—L—methionine—%ding protein (NLFPGF’EC_00176)
Free methionine-R-sulfoxide reductase (NLFPGFEC_00177)
Hemolysin secretion protein D, chromosomal (NLFPGFEC_00170) Phosphomethylpyrimidine synthase (NLFPGFEC_00181)

Putative metal chaperone YciC (NLFEGFEC_00167) Thiazole synthase (NLFPGFEC700178)
RtxA (VF0482) (NLFPGFEC_00169) Toxin FitB (NLFPGFEC_00174) Trehalose-recycling ABC transporter (VF0842) (NLFPGFEC_00183)
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Vitamin B12 import ATP-binding protein BtuD (CFDEJGJD_00045)
S—adenosyl—L-methionine-mding protein (CFDEJGJD_00044)
Free methionine-R-sulfoxide reductase (CFDEJGJD_00043)
Toxin FitB (CFDEJGJD_00046)
49 47 | | | | Thiazolesynthase (CFDEJGJD_00042)
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S-adenosyl-L-methionine-binding protein (MFOIAJAP_00219)
Free methionine-R-sulfoxide reductase (MFOIAJAP_00218)
Toxin FitB (MFOIAJAP_00220)
221 [ | | Thiazole synthase (MFOIAJAP_00217)

v D HED- D —DOHE-EEEETTT

——
IMGPR_plasmid_2825241364_000009 240323:254051(-)

Fumarate reductase flavoprotein subunit (NPIHEPIG_00015)
FbpABC (VF0272) (NPIHEPIG_00009) 10 11 12 13 14 16 Thiazole synthase (NPIHEPIG_00017)
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Fumarate reductase flavoprotein subunit (DLKOOLED_00015)
FbpABC (VF0272) (DLKOOLED_00009) 10 11 12 13 14 16 Thiazole synthase (DLKOOLED_00017)
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Phosphomethylpyrimidine synthase (JKGCDBFN_00047)
Thiazole synthase (J KGCDBFN_OOOSﬁ‘ ) Trehalose-recycling ABC transporter (VF0842) (JKGCDBFN_00043)
JKGCDBFN_00052  Phosphomethylpyrimidine synthase (JKGCDBFN_00046)
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