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Epoxide hydrolase A (NEEDCKML_00179)
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Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NF000424.4) (NEEDCKML_00181)
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Epoxide hydrolase A (PBJDEDAB_00158)
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Epoxide hydrolase A (NDAAGDEP_00003)
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Epoxide hydrolase A (LOCKJFDJ_00180)
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Epoxide hydrolase A (AKHHNIGM_00185)
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PEB1 (VF0327) (AKHHNIGM_00189)
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putative MFS-type transporter YhhS (AKHHNIGM_00193)

Acetyl-CoA:oxalate CoA-transferase (AKHHNIGM_00194)
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putative enoyl-CoA hydratase 1 (AKHHNIGM_00196)
Short-chain-enoyl-CoA hydratase (AKHHNIGM_00197)
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3-oxoacyl-[acyl-carrier-protein] reductase FabG (AKHHNIGM_00200)
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Virulence AMR


