quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (LINMCEGL_00096)
BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (LINMCEGL_00105)
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ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (LINMCEGL_00095)
sulfonamide-resistant dihydropteroate éynthase Sul2 (NF000295.1) (LINMCEGL_00097)
trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (LINMCEGL_00094) type B chloramphenicol O-acetyltransferase (NFO00490.1) (LINMCEGL_00109
‘ tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (LINMCEGL_00102) ‘
Na(+)-translocating NADH-quinone reductase subunit C (LINMCEGL 0009 ) BPU fami‘ly class D beta-lactamase (NFO12098.1) (LINMCEGL_00110)
putative chromate transport protein (LINMCEGL_ 00098)

34 kDa membrane antigen (LINMCEGL_00088) 156 family transposase 1S6100 (LINMCEGL_00100)

156 family transposase 1526 (LINMCEGL_00091) ranscriptional regulator (LINMCEGL_00099)

Tn3 family transposase Tn2 (LINMCEGL_00107)

Tyrosme recombinase XerC (LINMC GL_( 00093) ‘ ‘
106

87 89 | | 92 | | [

¢ HEK

IMGPR_plasmid_2681812967_000001 79132:103659(+)

‘ 101

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (FPECPADK_00079)
ANT(9) family aminoglycoside nucleotidyltransfeﬁg (NF012212.1) (FPECPADK_00080)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FPECPADK_00081)
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