TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (NABAGEHK_00025)
Peptide methionine sulfoxide reductase MsrA (NABAGEHK_00028)
Zinc-type alcohol dehydrogenase-like protein (NABAGEHK_00030)
I521 family transposase ISPst3 (NABAGEHK_00027)

IS5 family transposase ISAba12 (NABAGEHK_00024) ‘ NABAGEHK_00031 NABAGEHK_00034 NABAGEHK_00036
1S3 family transposase ISAba22 (NABAGEHK_00026)  NABAGEHK 00029 ‘ TNABAGEHK_OOOBZ NABAGEHK_00033 NABAGEHK 00035
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HLOGOJGC_00048 Propane 2-monooxygenase, reductase component (HLOGOJGC_00044)
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HTH-type transcriptional activator RhaS (NHMECIMP_00025) Cobalt/magnesium transport protein CorA (NHMECIMP_00019)
Peptide methionine sulfoxide reductase MsrB (NHMECIMP_00020)
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Cobalt/magnesium transport protein CorA (DIMMMGCC_00019)
Disulfide-bond oxidoreductase YfcG (DIMMMGCC_00020) DIMMMGCC_00015 Flavohemoprotein (DIMMMGCC_00014)
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Disulfide-bond oxidoreductase YfcG (NPOBGBBD_00003)
1S3 family transposase ISAba22 (NPOBGBBD_00060) _Cobalt/magnesium transport protein CorA (NPOBGBBD_00004)
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