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HTH-type transcriptional regulator HdfR (IJCPDLOH_00003)
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HTH-type transcriptional regulator HdfR (HCHLAKIG_00087)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (CANNNNIP_00084)
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HTH-type transcriptional regulator HdfR (CANNNNIP_00087)
CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (CANNNNIP_00088)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (GFAHCHFB_00081)

Phosphoglucosamine mutase (GFAHCHFB_00082)
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HTH-type transcriptional regulator HdfR (GFAHCHFB_00084)

CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (GFAHCHFB_00085)
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OXA-2 family class D beta-lactamase (NF000267.2) (GFAHCHFB_00094)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (BGPPLEDM_00006)

HTH-type transcriptional regulator HdfR (BGPPLEDM_00007)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (BGPPLEDM_00009)

Tetracycline repressor protein class A from transposon 1721 (BGPPLEDM_00010)

APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (BGPPLEDM_00011)
aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (BGPPLEDM_00012)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (BGPPLEDM_00013)
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Tetracycline repressor protein class A from transposon 1721 (KCAJFANC_00114)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (PBPBNGEA_00006)

HTH-type transcriptional regulator HdfR (PBPBNGEA_00007)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (PBPBNGEA_00009)

Tetracycline repressor protein class A from transposon 1721 (PBPBNGEA_00010)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (BIGOKECD_00078)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (BIGOKECD_00081)
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HTH-type transcriptional regulator HdfR (BIGOKECD_00083)

CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (BIGOKECD_00084)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (IDCNKOFJ_00005)

HTH-type transcriptional regulator HdfR (IDCNKOFJ_00006)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (IDCNKOFJ_00008)

Tetracycline repressor protein class A from transposon 1721 (IDCNKOFJ_00009)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (IDCNKOFJ_00011)
aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (IDCNKOFJ_00012)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (IDCNKOFJ_00013)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (EIOPEAAL_00008)

HTH-type transcriptional regulator HdfR (EIOPEAAL_00009)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (EIOPEAAL_00010)

Tetracycline repressor protein class A from transposon 1721 (EIOPEAAL_00011)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (EIOPEAAL_00013)

aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (EIOPEAAL_00014)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (EIOPEAAL_00015)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (FFFFIJOH_00008)

HTH-type transcriptional regulator HdfR (FFFFIJOH_00009)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (FFFFIJOH_00011)

Tetracycline repressor protein class A from transposon 1721 (FFFFIJOH_00012)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (FFFFIJOH_00014)

aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (FFFFIJOH_00015)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FFFFIJOH_00016)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FKFJCDFL_00101)

aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (FKFJCDFL_00102)
APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (FKFJCDFL_00103)
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Tetracycline repressor protein class A from transposon 1721 (FKFJCDFL_00105)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (FKFJCDFL_00106)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (FKFJCDFL_00109)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (LDOFBICF_00039)

aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (LDOFBICF_00040)
APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (LDOFBICF_00041)
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Tetracycline repressor protein class A from transposon 1721 (LDOFBICF_00043)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (LDOFBICF_00044)
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HTH-type transcriptional regulator HdfR (LDOFBICF_00046)

CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (LDOFBICF_00047)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FDEDHELK_00036)

aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (FDEDHELK_00037)
APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (FDEDHELK_00038)

39
Tetracycline repressor protein class A from transposon 1721 (FDEDHELK_00040)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (FDEDHELK_00041)
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Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (NHHIKAHC_00004)

Tetracycline repressor protein class A from transposon 1721 (NHHIKAHC_00005)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (NHHIKAHC_00007)
aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (NHHIKAHC_00008)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (NHHIKAHC_00009)
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Tetracycline repressor protein class A from transposon 1721 (KMHHPNMH_00002)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (KMHHPNMH_00004)
aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (KMHHPNMH_00005)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (KMHHPNMH_00006)
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aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (IMEEFEAF_00077)
APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (IMEEFEAF_00078)
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Tetracycline repressor protein class A from transposon 1721 (IMEEFEAF_00080)
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IMGPR_plasmid_2734482777_000008 632:8807(+)
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Tetracycline repressor protein class A from transposon 1721 (FNNKGLKP_00002)
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APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (FNNKGLKP_00004)
APH(3')-I family aminoglycoside O-phosphotransferase (NF033059.2) (FNNKGLKP_00005)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FNNKGLKP_00006)
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sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (IMODJKAO_00106)
aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (IMODJKAO_00107)

APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (IMODJKAO_00108)

TEM family class A beta-lactamase (NF000531.2) (IMODJKAO_00109)

IS1182 family transposase ISCfr1 (IMODJKAO_00110)
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Tunicamycin resistance protein (IMODJKAO_00113)

aminoglycoside 3-N-acetyltransferase (NF033082.0) (IMODJKAO_00114)
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IS21 family transposase ISAs29 (FMIGGLHN_00012)
IS21 family transposase ISPpu7 (FMIGGLHN_00013)

Modification methylase PvuII (FMIGGLHN_00014)
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IS5 family transposase ISEc61 (NBOJJEHD_00111)
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IS21 family transposase ISAs29 (ADNPHPGE_00014)
IS21 family transposase ISPpu7 (ADNPHPGE_00015)

Modification methylase PvuII (ADNPHPGE_00016)
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