dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (CHJEPCKP_00130) sn-glycerol-3-phosphate-binding periplasmic protein UgpB (CHJEPCKP_00148)
Glucose-1-phosphate thymidylyltransferase 1 (CHJEPCKP_00140)

1-deoxyxylulose-5-phosphate synthase YajO (CHJEPCKP_00125) dTDP-4-dehydrorhamnose 3,5-epimerase (CHJEPCKP_00143)
HTH-type transcriptional regulator DmIR (CHJEPCKP_00126) dTDP-4»dehydrorhamnqse reductase (‘CHJEPCKP700141)
putative protefn Yyaﬁ (CHJEPCKP_00124) O-antigen (VF0392) (CHJEPCKP_00142)
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dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (BLACHOKB_00241)
Glucose-1-phosphate thymldylyltransferase 1 (BLACHOKB_00231)
dTDP-4- dehydrorhamnose reductase (BLACHOKB_00230)
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N-acetylglucosaminyl-diphospho-decaprenol L-rhamnosyltransferase (FGFBACBA_00232)
dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (FGFBACBA_00239)
Glucose-1-phosphate thymldylyltransferase 1 (FGFBACBA_00230)
dTDP-4- dehydrorhamnose reductase (FGFBACBA_00229)
1,5-anhydro-D-fructose reductase (FGFBACBA_00238) O-antigen (VF0392) (FGFBACBA_00228)
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N-acetylglucosaminyl-diphospho-decaprenol L-rhamnosyltransferase (IHNOFLHK_00137)

dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (IHNOFLHK_00130)
Glucose-1-phosphate thymidylyltransferase 1 (IHNOFLHK_00139)
dTDP-4-dehydrorhamnose reductase (IHNOFLHK_00140)

1,5-anhydro-D-fructose reductase (IHNOFLHK_00131) O-antigen (VF0392) (IHNOFLHK_00141)
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Glucose-1-phosphate thymldylyltransferase 1 (FOPPNLIA_00146)
dTDP-4- dehydrorhamnose 3,5-epimerase (FOPPNLIA_00149)
dTDP-4-dehydrorhamnose reductaseTOPPNLIA 00147)
ABC- type heme transporter (VFO739) (FOPPNLIA_00153)
Metal-pseudopaline receptor CntO (FOPPNLIA_00155)
ABC transporter (VF0741) (FOPPNLIA_00154)

dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (FOPPNLIA_00137) ABC transporter (VFO741) (FOPPNLIA_00152)
1,5-anhydro-D-fructose reductase (FOPPNLIA_00138) O-antigen (VF 392)(FOPPNLIA700148) 156
136 | 139 140 141 142 143 144 145 | | | 150 151 | T 157

—
IMGPR _plasmid_2918645920_000007 142411:177734(+)

N-acetylglucosaminyl-diphospho-decaprenol L-rhamnosyltransferase (BCHOGNGH_00235)
Ubiquinone biosynthesis O-methyltransferase, mitochondrial (BCHOGNGH_00237)
lucose-1-phosphate thymidylyltransferase 1 (BCHOGNGH_00233)
UTP--glucose-1-phosphate uridylyltransferase (BCHOGNGH_00241) ‘

1S66 family transposase 15292 (BCHOGNGH_00246) dTDP-4-dehydrorhamnose 3,5-epimerase (BCHOGNGH_00230)

Phosphoheptose isomerase (BCHOGNGH_00243) dTDP-4-dehydrorhamnose reductase (BCHOGNGH_00232)
247 LPS (VF0085) (BCHOGNGH_00242) 0-antigen (VF0392) (BCHOGNGH_00231)
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Bifunctional protein HIdE (GFAENHJE_00147)
Cellobiose 2-epimerase (GFAENHJE_00149)
LPS (VF0085) (GFAENHJE_00148)
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