multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CHJEPCKP_00332)
multidrug efflux RND transporter perrr?egse subunit OgxB (NFO00037.1) (CHJEPCKP_00333)
Cold shock protein CspA (CHJEPCKP_00320)
csa3_I_ILINI_IV_V_VI_2 (CHJEPCKP_00315)
‘ FAS-11 (VFO809) (CHJEPCKP_00330)
Catalase C (CHJEPCKP_00323) ‘
318 324 327 N-ethylmaleimide reductase (CHJEPCKP_00337)

313| 316 ]| 321 525l 334
311 312] 315317(320 | 3231326328| 330 333335 | 3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (CHJEPCKP_00338)

[} —
IMGPR_plasmid_2925982529 000005 348433:373942(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (BLACHOKB_00039)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (BLACHOKB_00038)
Cold shock protein CspA (BLACHOKB_00051)
FAS-11 (VFO809) (BLACHOKB_00041)
Catalase C (BLACHOKB_OOO4§ji
52 49 [ 4745 42

36
5453150 [46] 4443] ‘ 40

37 | 35 N-ethylmaleimide reductase (BLACHOKB_00034)

- —
IMGPR _plasmid_2926243618_ 000004 32659:58168(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (FOPPNLIA_00344)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (FOPPNLIA_00345)
Cold shock protein CspA (FOPPNLIA_00332)
FAS-11 (VFO809) (FOPPNLIA_00342)
Catalase C (FOPPNLIA_00335) ‘

336 339 N-ethylmaleimide reductase (FOPPNLIA_00349)
330333 337 346 349
329 [[332 | 335[338340| 342 345[347] Narbonolide/10-deoxymethynolide synthase PikA2, modules 3 and 4 (FOPPNLIA_00351)

- —
IMGPR _plasmid_2918645920_000007 363668:388736(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (BCHOGNGH_00041)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (BCHOGNGH_00040)
1S3 family trénsposase ISKpn11 (BCHOGNGH_00039)
1S3 family transposase ISKpn11 (BCHOGNGH_00038)

Cold shock protein CspA (BCHOGNGH_00053)

FAS-11 (VFO809) (BCHOGNGH_00043)
ATP-dependent RecD-like DNA helicase (BCHOGNGH_00029)

Catalase C (BCHOGNGH_00050)
54 51 | 4947 44 36 32 27
5655]52] lag[ 4645] | 42 37 135 34 33] 31 30 28[26

IMGPR _plasmid_2933006813.000003 19082:65591(-)
multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (FGFBACBA_00039)
Narbonolide/10- deoxymethynollde synthase PikA2, modules 3 and 4 (FGFBACBA_00033)
multidrug efflux RND transporter permease subunit OgxB (NFOOOO37 1) (FGFBACBA_00038)

Cold shock protein CspA (FGFBACBA_00051) HasA-type hemophore-mediated heme uptake system (VF0940) (FGFBACBA_00030)
ATP-dependent RecD-like DNA helicase (FGFBACBA_00020)

FAS-II (VFO809) (FGFBACBA 00041)
Catalase C (FGFBACBA_00048)  N-ethylmaleimide reductase (FGFBACBA_00035) RcsAB (VF0571) (FGFBACBA_00025
52 49 | 4745 42 34 RtxA (VF0482) (FGFBACBA_00028) 21 18 15
5453[50] [4¢[ 4443 | 40 3736l | 3231 | 29 27 26 | 242322 19 16 [14 131211
-

- —
IMGPR _plasmid 2868989325 000007 9417:68348(-)
multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (IHNOFLHK_00331)
Narbonolide/lO-d&&ymethynolide synthase PikA2, modules 3 and 4 (IHNOFLHK_00337)
multidrug efflux RND transporter perméase subunit OgxB (NFO%OEW, 1) (IHNOFLHK_00332)
Cold shock protein CspA (IHNOFLHK_00319) HasA-type hemophore-mediated heme uptake system (VF0940) (IHNOFLHK_00340)

FAS-II (VF0809) (IHNOFLHK_00329) |
Catalase C (IHNOFLHK 00322) N-ethylmaleimide reductase (IHNOFLHK_00335) ATP-dependent RecD-like DNA helicase (IHNOFLHK_00350)

J7 323 326 RtxA (VF0482) (IHNOFLHK 00342) RcsAB (VF0571) (IHNOFLHK 00345
315 317320 324 l 35 338 346 348 351
314]|31%9 | 322325327/ 329 332333] | 337] 340 342 343 | 345 347] 350 356

4 —
IMGPR _plasmid 2916111912 000008 348276:407207(+)
GFAENHJE_00311 DNA mismatch repair protein MutL (GFAENHJE_00312)

dEHEE

\MGPR,D\asm15,28586085847000008 355075:363526(+)
k 20000 nt 1
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