Putative xanthine dehydrogenase molybdenum-binding subunit XdhA (NCMCMGBE_00066)
Anaer‘obic nitric oxide reductase transcription regulator NorR (NCMCMGBE_00070)
Carbon monoxide dehydrogenase small chain (NCMCMGBE_00069)

Murein hydrolase activator NIpD (NCMCMGBE_00065) Putative carbamoyltransferase YgeW (NCMCMGBE_00071)
Type 3 secretion system secretin (NCMCMGBE_00061) Diaminopropionate ammonia-lyase (NCMCMGBE_00072)
Invasion protein InvF (NCMCMGBE_00062) Nicotinate dehydrogenase FAD-subunit (NCMCMGBE_00067) Acetylornithine deacetylase (NCMCMGBE_00073)
| NCMCMGBE_00063 | NCMCMGBE 00068 | D-phenylhydantoinase (NCMCMGBE_00074)
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Molybdenum cofactor cytidylyltransferase (IFALKMLA_00017)
Putative aminohydrolase SsnA (IFALKMLA_00015)
Carbamate kinase 1 (IFALKMLA_00020) 19 18 Putative oxidoreductase YgfK (IFALKMLA_00016) 14
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Putative aminohydrolase SsnA (GAHELIDP_00008)
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