Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GKNMBMEC_00012)
sn-glycerol-3-phosphate-binding periplasmic protein UgpB (GKNMBMEC_00006)
L-arabinose transport system permease protein AraQ (GKNMBMEC_00008)
Trehalose-recycling ABC transporter (VF0842) (GKNMBMEC_00007)
\ 2-dehydro-3-deoxygluconokinase (GKNMBMEC_00011)
N-acetylglucosamine repressor (GKNMBMEC _ 0005)
‘ Argininosuccinate lyase (GKNMBMEC_00009)
1 2 3 4 HitABC (VF0268) (GKNMBMEC_00010) 13 14 15 16 17
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IMGPR_plasmid_3300045215_000018 12:16130(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (BHEKEIOG_00007)
L-arabinose transport system permease protein AraQ (BHEKEIOG_00009)
Trehalose- recycllngABC‘transporter VF0842) (BHEKEIOG_00008)
N-acetylglucosamine repressor (BHEKEIOG 00006)‘
Arg|n|nosuccmate lyase (BHEKEIOG_00010)
1 2 8 4 5 ‘ ‘ HitABC (VF0268) (BHEKEIOG_00011)

IMGPR_plasmid_3300044937_000008 67:17292(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (HMECINCH_00044)
L-arabinose transport system permease protein AraQ (HMECINCH_00042)
Trehalose-recycling ABC transporter (VF0842) (HMECINCH_00043)
N-acetylglucosamine repressor (HMECINCH_00045)
Argininosuccinate lyase (HMECINCH_00041)
47 46 | | HitABC (VF0268) (HMECINCH_00040)

—
IMGPR_plasmid_3300044932_000024 29248:43412(-)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (KNBKNFDN_00010)
L-arabinose transport system permease p protein AraQ (KNBKNFDN_00012)
Trehalose-recycling ABC transporter (VF0842) (KNBKNFDN_00011)
N-acetylglucosamine repressor (KNBKNFDN_00009)
Nucleoid occlusion protein (KNBKNFDN_00003) Argininosuccinate lyase (KNBKNFDN_00013)
12 4 5 6 7 8 | | HitABC (VF0268) (KNBKNFDN_00014)
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IMGPR_plasmid_3300044920_000016 61:19349(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (BLEAHEFK_00055)
L-arabinose transport system permease protein AraQ (BLEAHEFK_00053)
Trehalose- recycllngABC transporter ( (VF0842) (BLEAHEFK_00054)
N-acetylglucosamine repressor ( (BLEAHEFK 00056)‘

Nucleoid occlusion protein (BLEAHEFK_00062) Argininosuccinate lyase (BLEAHEFK_00052)
63 61 60 59 58 57 | | HitABC (VF0268) (BLEAHEFK_00051)

IMGPR_plasmid_3300044914_000007 39595:58482(-)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (BNNCHGEB_00010)
L-arabinose transport system permease protein AraQ (BNNCHGEB_00012)
Trehalose-recycling ABC transporter (VF0842) (BNNCHGEB_00011)
N-acetylglucosamine repressor (BNNCHGEB_60009)‘
Nucleoid occlusion protein (BNNCHGEB_00003) Argininosuccinate lyase (BNNCHGEB_00013)
1 2 4 5 [} 7 8 ‘ HitABC (VF0268) (BNNCHGEB_00014)
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IMGPR_plasmid_3300045218_000015 90:20164(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (IDOPMKOE_00055)
L-arabinose transport system permease protein AraQ (IDOPMKOE_00053)
Trehalose-recycling ABC transporter (VF0842) (IDOPMKOE_00054)
N-acetylglucosamine repressor (IDOPMKOE 6 56)‘
Nucleoid occlusion protein (IDOPMKOE_00062) Arglnlnosuccmate lyase (IDOPMKOE_00052)
61 60 59 58 57 | | HitABC (VF0268) (IDOPMKOE_00051)
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IMGPR_plasmid_3300045186_000012 39579:58198(-)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (MKAPOCOG_00015)
L-arabinose transport system permease protein AraQ (MKAPOCOG_00017)
N-acetylglucosamine repressor (MKAPOCOG_00014)

Nucleoid occlusion protein (MKAPOCOG_00008) Trehalose-recycling ABC transporter (VF<)842) (MKAPOCOG_00016)
Tyrosine recombinase XerC (MKAPOCOG_00005) Argininosuccinate lyase (MKAPOCOG_00018)
1 234 6 7 9 10 1 12 13 HitABC (VF0268) (MKAPOCOG_00019)
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IMGPR_plasmid_3300047339_000008 1960:27657(+)

LPHEIFPO_00001

IMGPR_plasmid_3300045203 000006 19:5509(+)
Oligosaccharides import ATP-binding protein MsmX (FEBKPBOM_00001)

IMGPR _plasmid_3300045217_000014 32:6002(+)
Argininosuccinate lyase (LAEGCFCL_00052)

HitABC (VF0268) (LAEGCFCL_00051)
LAEGCFCL_00053
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IMGPR_plasmid_3300045220_000022 39595:47418(-)

Iﬁrabinose transport system permease protein AraQ (POGGKAJP_00001)
Argininosuccinate lyase (POGGKAJP_00002)
\ HitABC (VF0268) (POGGKAJP_00003)

—
IMGPR_plasmid_3300044916_000019 42:8075(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (FNOOPALA_00052)
L-arabinose transport system permease protein AraQ (FNOOPALA_00050)
Trehalose- recycllng ABC transporter (VF0842) (FNOOPALA_00051)

N- acetylglucosamme repressor FNOOPALA _00053)

‘ Arglmnosuccmate lyase (FNOOPALA_00049)

54 | | HitABC (VF0268) (FNOOPALA_00048)
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IMGPR_plasmid_3300045100_000008 39595:52190(-)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (JFIFLNMC_00052)

L-arabinose transport system permease protein AraQ (JFIFLNMC_00050)

Trehalose—recyc|ing ABC transporter (VF0842) (JFIFLNMC_00051)
Argininosuccfnate lyase (JFIFLNMC_00049)

53 | | HitABC (VF0268) (JFIFLNMC_00048)
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IMGPR_plasmid_3300045104_000019 39573:51017(-)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (PIDPDPDC_00004)
L-arabinose transport system permease protein AraQ (PIDPDPDC_00006)
Trehalose- recycllngABC transporter ( VII-O 842) (PIDPDPDC_00005)
N-acetylglucosamine repressor ( (PIDPDPD! E 00003)
Arglnlnosuccmate lyase (PIDPDPDC_00007)
1 2 | | HitABC (VF0268) (PIDPDPDC_00008)

I
IMGPR_plasmid_3300045298_000012 59:14989(+)

sn-glycerol-3-phosphate-binding periplasmic protein UgpB (OLACHAKJ_00052)
L-arabinose transport system permease protein AraQ (OLACHAKJ_00050)
Trehalose-recycling ABC' transporter (Vlj-O 842) (OLACHAKJ_00051)
N-acetylglucosamine repressor OLACF‘A KJ 00053)
56 Argininosuccinate lyase (OLACHAKJ_00049)
| 55 54 | | HitABC (VF0268) (OLACHAKJ_00048)

I
IMGPR_plasmid_3300045171_000015 39581:54082(-)

L-arabinose transport system permease protein AraQ (CDJEAOLO_00070)
Lactose transport system permease protein LacF (CDJEAOLO_00071)
Argininosuccinate lyase (CDJEAOLO_00069)

\ HitABC (VF0268) (CDJEAOLO_00068)

I
IMGPR_plasmid_2537561733.000001 59457:68422(-)

L-arabinose transport system permease protein AraQ (KNJDNEJO_00002)
Lactose transport system permease protein LacF (KNJDNEJO_00001)
Argininosuccinate lyase (KNJDNEJO_00003)

| HitABC (VF0268) (KNJDNEJO_00004)
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I
IMGPR_plasmid_3300045133_.000021 35:9306(+)

Argininosuccinate lyase (GNINOMMA_00001)
| HitABC (VF0268) (GNINOMMA _00002)
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I
IMGPR_plasmid_3300049808_000003 64:6638(+)
BKFAMBJA_00045

IMGPR_plasmid_3300044923_.000008 37107:42597(-)
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