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Pyruvate, phosphate dikinase (LDCHJBOH_00030)

23S rRNA (uracil-C(5))-methyltransferase RlmCD (LDCHJBOH_00031)
Ribosomal large subunit pseudouridine synthase D (LDCHJBOH_00032)

33 34

Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (LDCHJBOH_00035)
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37 38 39 40

IMGPR_plasmid_3300008299_000105 45:13583(-)
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Pyruvate, phosphate dikinase (EACNMJGH_00006)11

IMGPR_plasmid_3300029361_000045 417:12673(-)
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