HAAIFEEG_00027 HAAIFEEG_00031
HAAIFEEG_00028 HAAIFEEG_00030
‘ HAAIFEEG_00029 HAAIFEEG_00032 Pyruvate, phosphate dikinase (HAAIFEEG_00033)

?

IMGPR_plasmid_3300029082_000082 21888:28738(+)

DHKBONCM_00007 DHKBONCM_00002
DHKBONCM_00008 T DHKBONCM_ 00001

IMGPR_plasmid_3300029323_000050 315:8502(-)

Pyruvate, phosphate dikinase (DBJHGDJG_00029)

IMGPR _plasmid_3300014525_000040 19390:27687(+)

Pyruvate, phosphate dikinase (DNPOGODG_00026)
18 23 24 25 Pyruvate, phosphate dikinase (DNPOGODG_00027)

E#

IMGPR_plasmid_3300029782_000091 15846:25144(+)

MKJAHHMO_00024
recD_IV-D_1 (MKJAHHMO_00020) MKJAHHMO_00021 T MKJAHHMO_00025Pyruvate, phosphate dikinase (MKJAHHMO_00026)

IMGPR_plasmid_3300007360_000038 14405:26495(+)

BGMIPCOD_00024
T BGMIPCOD_00025

IMGPR_plasmid_7000000187_000020 14403:24425(+)

POMADPFM_00011
" POMADPFM_00010 POMADPFM_00005

IMGPR_plasmid_3300028964_000042 2969:8900(-)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (LDCHJBOH_00035)
Ribosomal large subunit pseudouridine synthase D (LDCHJBOH_00032)
23S rRNA (uracil-C(5))-methyltransferase RImCD (LDCHJBOH_00031) ‘
Hydroperoxy fatty acid reductase gpx1 (LDCHJBOH_00036)
Pyruvate, phosphate dikinase (LDCHJBOH_00030) \ 33 34 \ 37 38 39 40

iﬁ

IMGPR_plasmid_3300029043_000072 19374:35570(+)

Ribosomal large subunit pseudouridine synthase D (EACNMJGH_00004)
23S rRNA (uracil-C(5))-methyltransferase RImCD (EACNMJGH_00005)
‘ Putative transporter AraJ (EACNMJGH_00001)

11 Pyruvate, phosphate dikinase (EACNMJGH_00006) 3 2

iﬁ

IMGPR_plasmid_3300008299_000105 45:13583(-)

Tyrosine recombinase XerC (HMEPDKNK_00006)
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IMGPR_plasmid_3300029361.000045 417:12673(-)
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