3-hydroxy-3-isohexenylglutaryl-CoA/hydroxy-methylglutaryl-CoA lyase (FDGLCDCP_00002)
Dihydroneopterin triphosphate 2'-epimerase (FDGLCDCP_00006)
Dpd__FolE (FDGLCDCP_00005)
Acetyl-CoA acetyltransferase (FDGLCDCP_00003)  putative protein (FDGLCDCP_00007)

FDGLCDCP_00001 FDGLCDCP_00004| | FDGLCDCP_00008
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IMGPR _plasmid_3300011545 000017 51:7175(+)
putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit B (PPLJBECO_00001)
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IMGPR_plasmid_3300013137_000028 86:5834(+)

3-hydroxy-3-isohexenylglutaryl-CoA/hydroxy-methylglutaryl-CoA lyase (MNLLCJMO_00005)
Methylmalonyl-CoA carboxyltransferase 12S subunit (MNLLCJMO_00002)

1,4-dihydroxy-2-naphthoyl-CoA synthase (MNLLCJMO_00003) putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit B (MNLLCJMO_00007)

Acetyl—/propionyl—coenzyme A carboxylase alpha chain (MNITLCJMO_OOOO4)
FadE29 (VF0845) (MNLLCJMO_00001) ‘ putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit A (MNLLCJMO_00006)
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IMGPR_plasmid_330001188%_000017 24:13304(+)

3-hydroxy-3-isohexenylglutaryl-CoA/hydroxy-methylglutaryl-CoA lyase (KLNIFCBM_00078)
putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit A (KLNIFCBM_00077)
Methylmalonyl-CoA carboxyltransferase 125 subunit (KLNIFCBM_00081)
1,4-dihydroxy-2-naphthoyl-CoA synthase (KLNIFCBM_00080)
Ace‘tyl-/propionyl—coenzyme A carboxylase alpha chain (KLNIFCBM_00079) putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit B (KLNIFCBM_00076)
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IMGPR_plasmid_3300013924_000014 67626:79436(-)

putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit B(DPPKEMOM_00075)
Dihydroneopterin triphosphate 2'-epimerase (DPPKEMOM_00071)
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IMGPR_plasmid_3300014002_000006 67290:72919(-)
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