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IMGPR_plasmid_3300005655_000036 40:5042(+)

CBFGPOJL_00003
CBFGPOJL_00001 T

CBFGPOJL_00002 CBFGPOJL_00004
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IMGPR_plasmid_2700989424_000003 767:8513(+)

HTH-type transcriptional regulator HdfR (AFOLEGNN_00004)
Acyl-homoserine-lactone synthase (AFOLEGNN_00003)
Alcohol dehydrogenase [acceptor] (AEOLEGNN‘_OOOOl)
Quorum-sensing (VF0433) (AFOLEGNN_00002) 5

IMGPR_plasmid_3300006056_000178 272:9485(+)

NOIGLDMJ_00015
NOIGLDMJ_00016 NOIGLDMJ_00010 NOIGLDMJ_00009

IMGPR_plasmid_3300035168_000059 9905:15818(-)

Hydroxyquinol 1,2-dioxygenase (CHGABPJI_00019)
Quorum-sensing (VF0433) (CHGABPJI_00018)

Maleylacetate reductase (CHGABPJI_00020)
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IMGPR_plasmid_3300025297_000258 10770:20536(-)

Acyl-homoserine-lactone synthase (EDBDPLAC_00002)
Quorum-sensing (VF0433) (EDBDPLAC_00001)

EDBDPLAC_00004
EDBDPLAC 00003
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IMGPR_plasmid_3300049569_000076 269:7498(+)

ENOEOOCF 00017
ENOEOOCF_00018 ENOEOOCF_00015
|  ENOEOOCF_00016

i#

IMGPR_plasmid_3300044684_000107 10668:17715(-)

HTH-type transcriptional regulator GItC (JFIOANHP_00024)
MADS__mad1 (JFIOANHP_00025)
| JFIOANHP_00023

i%

MGPR_p\asmid_3300009347_000120 19181:25008(-)

CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (EAHCJGBN_00023)
Hca operon transcriptional activator HcaR (EAHCJGBN_00021)
EAHCJGBN_00022
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#

IMGPR_plasmid_3300024991 000185 13141:20388(-)

Nucleoid occlusion factor SImA (NIBNDDLJ_00003)
NIBNDDLJ_00001
NIBNDDLJ_00002 HTH-type transcriptional regulator BenM (NIBNDDLJ_00004)

IMGPR_plasmid_3300001592_000277 148:8254(+)
MJEKHLNP_00026 HTH-type transcriptional regulator HdfR (MJEKHLNP_00025)

IMGPR_plasmid_3300048930_000148 15646:22854(-)

RNA polymerase-associated protein RapA (DIHDMAEA_00001)
2 3 4 5 HTH-type transcriptional regulator GItC (DIHDMAEA_00006)

i

IMGPR_plasmid_2731957644_000012 13:15386(+)

1 2 3 4 HTH-type transcriptional regulator GItC (PCLHIAMA_00005)

IMGPR_plasmid_3300042203_000133 117:14255(+)
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