CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (MJJFDLGJ_00002)
1S21 family transposase ISCARN17 (MJJFDLGJ_00011) HTH-type transcriptional regulator DmIR (MJJFDLGJ_00018)

Dye-decolorizing peroxidase YfeX (MJJFDLGJ_00007) Formaldehyde dismutase (MJJFDLGJ_00013)
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Formaldehyde dismutase (JPOFCPNF_00001)
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CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (I0JAJCOL_00093)
Dye-decolorizing peroxidase YfeX (I0JAJCOL_00090)

RcsAB (VFO571) (IOJAJCOLﬁOOO?S) Hca operon transcriptional activator HcaR (IOJAJCOL_00088)
UvrABC system protein C (IOJAJCOL_00094) Formaldehyde dismutase (IOJAJCOL_00086)

1S5 family transposase ISPa26 (IOJAJCOL_00083)
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Free methionine-R-sulfoxide reductase (ONAEIGBF_00004)
Dye-decolorizing peroxidase YfeX (ONAEIGBF_00010)
Stringent starvation protein A (ONAEIGBF_00005) Hca operon transcriptional activator HcaR (ONAEIGBF_00012)
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