
IMGPR_plasmid_3300008491_000075 56636:64351(+)

OMIBCCOP_00052

OMIBCCOP_00053
ShosTA__ShosT (OMIBCCOP_00054)

OMIBCCOP_00055
OMIBCCOP_00056

IS21 family transposase ISPpu7 (OMIBCCOP_00057)
IS21 family transposase ISAfe12 (OMIBCCOP_00058)

OMIBCCOP_00059
OMIBCCOP_00060

IMGPR_plasmid_7000000300_000013 158:5890(-)

IS21 family transposase ISPpu7 (FEKJHKAL_00001)

IMGPR_plasmid_3300029398_000068 56208:65499(+)

AHKNBGPA_00057 AHKNBGPA_00058
Gao_Iet__IetA (AHKNBGPA_00059)

AHKNBGPA_00060

IMGPR_plasmid_3300029401_000076 6:10731(-)

GCALFEAP_00001
Gao_Iet__IetA (GCALFEAP_00002)

GCALFEAP_00003GCALFEAP_00004

IMGPR_plasmid_3300000293_000044 24:16991(-)

2-iminoacetate synthase (NCCENKGK_00001)
ThiF family (NCCENKGK_00002)

Thiamine-phosphate synthase (NCCENKGK_00003)

456789DNA primase (NCCENKGK_00010)
Gao_Iet__IetA (NCCENKGK_00011)

1213

IMGPR_plasmid_3300006739_000032 651:12879(-)

BSH (VF0350) (BJKPDBKM_00001)2345DNA primase (BJKPDBKM_00006)
Menshen__NsnB (BJKPDBKM_00007)

89

IMGPR_plasmid_3300000277_000012 379:13226(-)

123DNA primase (PBLPMPPC_00004)

Retron_I_B__ATPase_TOPRIM_COG3593 (PBLPMPPC_00005)

6
Menshen__NsnA (PBLPMPPC_00007)

8

6000 nt
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