Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (FIMAGJDG_00007)
Tyrosine recombinase XerC (FI MAGJDG_00005)
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Melamine deaminase (GEHACIJJ_00044)
42 \ 40 tRNA Né-adenosine threonylcarbamoyltransferase (GEHACIJJ_00039)

IMGPR_plasmid_3300029756_000218 31737:41620(-)

Transcriptional regulator WhiB (DLIMOIMI_00032)
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