Thermonuclease nuc (VF0993) (BKPAJGMM_00056)
Modulating protein YmoA (BKPAJGMM_00051) Tyrosina'gombinase XerC (BKPAJGMM_00058)
DNA topgsomerase 3 (BKPAJGMM_00052)
BKPAJGMM_00054

BKPAT(;MM_dooss BKPAJGMM_00059
BKPAJGMM_00047 BKPAJGMM_00050 BKPAJGMM_00053 \ J BKPAJGMM_00061
BKPAJGMM_00048 BKPAJGMM_D0049 | |BKPAJGMM_00057 BKPAJGMM_ 00060 BKPAJGMM_00062

IMGPR_plasmid_2660238442_000007 28459:43026(+)

BPGGIBPF_00027
BPGGIBPF_00028
BPGGIBPF_00026

i >EKHEEEEEETEEGEEETK } @

—
IMGPR_plasmid_2778260994 000010 11750:26947(+)

DHHMJPEN_00043
DHHMJPEN_00044
DHHMJPEN_00039 DHHMJPEN_00042

B

I
IMGPR _plasmid_2585427783 000016 20647:35947(+)
MAOFGFCK_00054 MAOFGFCK_00051
MAOFGFCK_00055 | MAOFGFCK_00052
IMGPR _plasmid_2695420525_000002 32942:47916(-)
HHPDOJLC_00070
HHPDOJLC_00069 | HHPDOJLC_ 00073 HHPDOJLC 00074

IMGPR_plasmid_3300028995_000018 43759:56716(+)
PDLKKDBL_00010 PDLKKDBL_00009

i >aHHO&EETTTETC KCKCOEKET

—
IMGPR_plasmid_2534682232_000003 1634:13445(-)

ALJKEONO_00005
ALJKEONO_00004
ALJKEONO_00006

O - EaEE

—
IMGPR_plasmid_2681813067_000002 636:12417(-)

MFILLGMN_00071
MFILLGMN_00068 1; MFILLGMN_00072
MFILLGMN_00067 | MFILLGMN_00070

O E—H @

—
IMGPR_plasmid_2698536511_000008 44484:56988(+)

LFKFFMAI_00005
Lﬂ(FFMAI_OOOO4
LFKFFMAI_00006

W XK K- @

—
IMGPR_plasmid_2675903495_000005 75:12615(-)

CDKLEJGI_00077
CDKLEJGI_00078
CDKLEJGI_00076

W XK@

IMGPR _plasmid_2541047897_000001 46162:59035(+)
KFJGJCCM_00066
KFJGJCCM_00065 | KFJGJCCM_00068

IMGPR_plasmid_2713896832_000008 43282:56792(+)
CIJGOOAG_00011 CIJGOOAG_00010

i > AKHFFEAEETTTTTC K CH=CEEETT

—
IMGPR_plasmid_3300053491 032730 911:14421(-)

BIBGDJBF_00069

[ AT e

IMGPR_plasmid_2713896737_000003 41939:53078(+)
FDALEMIG_00002 FDALEMIG_00001
IMGPR_plasmid 2695420624 000002 378:8013(-)
DOGNGMAH_00081
DOGNGMAH_00079 DOGNGMAH_00082
DOGNGMAH_00080] |
IMGPR _plasmid_2534681834_000006 45157:59362(+)
CCEKIFMC_00007 CCEKIFMC_00005
CCEKIFMC_00006
IMGPR_plasmid_2700989507_000004 1161:15365(-)
MAGAFMHE_00006 MAGAFMHE_00004
MAGAFMHE_00005

IMGPR_plasmid_2724678985_.000013 75:13440(-)

MGPFLMAL 00014 MGPFLMAL 00016
MGPFLMAL_ 00015 MGPFLMAL 00018  MGPFLMAL_00020 MGPFLMAL_00024

O ORI O - ——C @

IMGPR_plasmid_2778261452_000002 3068:21765(+)

NCBMMPDP_00058 NCBMMPDP_00060
NCBMMPDP_00059
U X HCHRKKH K KT —H<C (&
IMGPR_plasmid_2718217913_000004 28685:47259(+)
ONMNNJEL_00059 ONMNNJEL_00058 ONMNNJEL_ 00055

IMGPR_plasmid_2627853910_000003 37200:51060(-)
PBHJKHEC_00010 PBHJKHEC_00011

i XEKHEHDEL K EEE

IMGPR_plasmid_2740892429_000007 2741:16815(+)

LEAHFLMA_00017 LEAHFLMA_00018

O HEK A K KK l

IMGPR_plasmid_2778261222_000008 5902:19116(+)
GKGJKHID_00072 GKGJKHID_00073

W X HHOE S O

IMGPR_plasmid_2558860444_000002 42914:56802(+)

LACCDEND_00055 LACCDEND_00054

i XEHHDES K O, G

IMGPR_plasmid_2778260996_000008 37213:51278(-)

JJPKDGFI_00006 JJPKDGFI_00004
JJPKDGFI_00009 JJPKDGFI_00005]
IMGPR_plasmid_645951847_000006 62:14309(-)
PABABNPA_00009
PABABNPA 00011 PABABNPA 00008 PABABNPA 00004

IMGPR_plasmid_2671180921 000012 75:14161(-)

CFACDHBL 00068  CFACDHBL 00072
CFACDHBL 00066 CFACDHBL 00071

W XEK K KHCHDE K KT

IMGPR_plasmid_2675903409_000020 43925:59045(+)

KNACIBBA_00008 KNACIBBA_00007

i XECK K HHDEHL K T

—
IMGPR_plasmid_2529292833_.000012 810:15918(-)

OCJGKHMN_00025 OCJGKHMN_00026
C XEK K HHDES K O } K:]
IMGPR _plasmid_2734482561_000012 7916:25918(+)
IFFBDKIJ_00005 IFFBDKIJ_00004

O X HHDEL K K

IMGPR _plasmid_2687453586_000002 37:11545(-)

EEMHLKOA 00006 EEMHLKOA_00004
EEMHLKOA 00005]

T HK

IMGPR_plasmid_2778261463_.000021 2328:14139(-)

Protein TraL (MPMEINLG_00019) MPMEINLG_00025
MPMEINLG_00017MPMEINLG_00020 MPMEINLG_ 00024 MPMEINLG_00027
MPMEINLG_ 00018 | MPMEINLG' 00026

IMGPR_plasmid_2877245776_000005 6283:22987(+)

JNPNGJOH_00008 JNPNGJOH_00007

G KO &G i KKK

IMGPR_plasmid_2579778654_000006 75:15715(-)

30 2928 27 26

G KO }EEEEEE-GIHL R KK

IMGPR_plasmid_2851966386_000004 18003:35357(-)

DEDBCNII_00068
DEDBCNII_00067
| | DEDBCNII_00069

& KO XEEGE-ECHL [ o O » S

IMGPR_plasmid_2571042668_000002 41522:58432(+)

CFEDOHNF_00001

0 K EKEETH

—
IMGPR_plasmid_2778261396_000002 919:8554(-)

AEOBEBHI_00074
AEOBEBHI_00075
AEOBEBHI_00073

& KK K@D —a

—
IMGPR_plasmid_2522572023_000002 49324:57860(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (DJIMEBPL_00025)
DJIMEBPL_00018 DJIMEBPL_00026

AL KO . HEEEK K KK

IMGPR_plasmid_2923339551 000002 9837:27137(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (LEFFNGGL_00052)

LEFFNGGL_00060 LEFFNGGL_00051
IMGPR _plasmid_2878868365_000005 35164:53031(-)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (BEONFFOJ_00033)
BEONFFOJ_00025 BEONFFOJ_00034

IMGPR_plasmid_2909272501_000002 15695:33327(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (NOFGHOHN_00026)
1S30 family transposase ISApl1 (NOFGHOHN_00025)
‘ NOFGHOHN_00027

PE-EC_ I K O -0 EEDEK G O

IMGPR_plasmid_2909320157_000002 10389:29093(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (OCGAFNCP_00064)
OCGAFNCP_00065 OCGAFNCP_00072

E-EEC_ KO a K KK KK KT

IMGPR_plasmid_2938125487_000001 40400:59403(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (EGGMOBJB_00025)
DNA topoisomerase 3 (EGGMOBJB_00030)
DNA topoisomerase 3 (EGGMOBJB_00029)
EGGMOBJB 00031
EGGMOBJB_00026 ‘ EGGMOBJB_00032

i - A

IMGPR_plasmid_2939177367_000001 13263:28663(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (CIGKMKOF_00028)

CIGKMKOF_00022 CIGKMKOF_00024 1S30 family transposase I1SApl1 (CIGKMKOF_00027)
CIGKMKOF_00023 ‘ CIGKMKOF_00029

IMGPR _plasmid_2721755706_000005 11811:29904(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (GDLKCHGH_00028)
1S30 family transposase ISApl1 (GDLKCHGH_00027)
GDLKCHGH_00029

BE-AC K O - DK G KK

IMGPR_plasmid_2718217863_000005 13090:30976(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (MNCHPPEC_00034)
1S91 family transposase I1SSbo1 (MNCHPPEC_00031) 32 33 35

PE-EC_ K K O a HED A K K

IMGPR_plasmid_2721755676_000004 14701:34049(+)

EDACHLMA 00009
EDACHLMA_D0010

PE-EC_ KO r&HG—K e KK

—
IMGPR_plasmid_2541047826_000007 1213:17382(-)

NHEJDFGD_00035
NHEJDFGD_00036 | NHEJDFGD_00034

BE-EC K O XE@¢EHHKH S o G , OO

IMGPR_plasmid_2778261384_000006 24420:40588(-)

HLFMDJOI_00063
HLFMDJOI_00062 | HLFMDJOI_00064

E-EC K O XEEGEKH < K

IMGPR_plasmid_2778261423_.000002 39393:55543(+)

BNEEJEKH_ 00003 BNEEJEKH_00001

IMGPR_plasmid_2870484749_000002 43:9266(-)
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