3-alpha-hydroxycholanate dehydrogenase (NADP(+)) (IFDAELCO_00003)

ATP%Ependent RecD-like DNA helicase (IFDAELCO_00005)
Thiosulfate sulfurtransferase GIpE (IFDAELCO_00001) Multidrug efflux system ATP-binding protein (IFDAELCO_00009)
Thioredoxin (IFDAELCO_00002) 4 6 7 8 10

IMGPR_plasmid_3300029589_000158 928:6533(+)

ATP-dependent RecD-like DNA helicase (NEJFIANA_00002)
NEJFIANA_00001

IMGPR_plasmid_3300029845_000089 851:5092(+)

RM_ Type_|_REases__Type_|_REases_FAM_O.einsi_trimmed (CHJPCKME_00021)
CHJPCKME_00020

IMGPR_plasmid_3300029552_000071 14222:21574(-)

LBJMHMPI_00002
LBJMHMPI_00001 LBJMHMPI_00003 LBJMHMPI_00004

IMGPR_plasmid_3300029557_000059 262:6336(+

Lamassu-Fam__LmuC_acc_Cap4_nuclease (HDGKAHJA_00019)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (HDGKAHJA_00020)
HDGKAHJA 00021 ‘ ‘ HDGKAHJA_00018 HDGKAHJA 00013

IMGPR_plasmid_3300028970_.000044 10979:18911(-)

putative RNA 2'-phosphotransferase (GOIKFJHF_00001) NADH pyrophosphatase (GOIKFJHF_00006)
DarTG__DarG (GOIKFJHF_00005)
2 3 4 7 8

#
|

IMGPR_plasmid_3300014940_000042 188:8352(+)

3000 nt 1

Defence
N



