AADIEPFP_00018
AADIEPFP_00017 AADIEPFP_00020
‘ AADIEPFP_00019 AADIEPFP_00021 AADIEPFP_00022 AADIEPFP_00023

iﬁ

IMGPR_plasmid_3300035650_000020 12448:19927(+)
NCFJCPEO_00019 NCFJCPEO_00020

IMGPR _plasmid_3300007138_000103 10072:17586(+)
CKFPAGGE_00023 Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (CKFPAGGE_00024)

IMGPR_plasmid_3300029479_000102 12756:19594(+)

Putative nuclease YhcG (DCEMFGGL_00003)
DCEMFGGL_00004 DCEMFGGL_00002 DNA topoisomerase 3 (DCEMFGGL_00001)
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IMGPR_plasmid_3300008326_000105 134:11026(-)
HPMGAHHK_00019 Putative nuclease YhcG (HPMGAHHK_00020)

IMGPR_plasmid_3300029845 000335 10338:17521(+)

OENHEBHB_00002
OENHEBHB_00004 OENHEBHB_00003 OENHEBHB_00001

IMGPR_plasmid_3300023487_000141 613:10565(-)
CCEACBNB_00003 CCEACBNB_00002 CCEACBNB_00001

IMGPR_plasmid_3300007650_000156 178:9312(-)

PBFKJMDG_00002
PBFKJMDG_00003 PBFKJMDG_00001

IMGPR_plasmid_3300035325_000058 631:7881(-)
PKMBHBCH_00018 PKMBHBCH_00019PKMBHBCH_00020

IMGPR_plasmid_3300007657_000202 9894:17524(+)

SanaTA__SanaT (OJHCBLFJ_00025)
OJHCBLFJ_00024 OJHCBLFJ_00026 OJHCBLFJ_00027

IMGPR_plasmid_3300013942_000057 14343:23708(+)

SanaTA__SanaT (EIGOAGKI_00024)
EIGOAGKI_00023 EIGOAGKI_00025
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IMGPR _plasmid_3300029542_000129 14166:22046(+)

SanaTA__SanaT (GADILEAA_00025) DNA topoisomerase 3 (GADILEAA_00028)
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IMGPR_plasmid_3300014571_000070 14392:26789(+)
ILFPPFIP_00002 ILFPPFIP_00001

IMGPR_plasmid_3300029235_000163 55:5988(-)
HDDGGLDD_00001

IMGPR_plasmid_3300029777_000249 36:5930(-)
BAEFDHHA_00001

IMGPR_plasmid_3300008672_000205 75:5658(-)

PMNDEGGO_00002
"[PMNDEGGO 00001

IMGPR_plasmid_3300006137_000088 799:5957(-)

GPBFOOIK_00019
GPBFOOIK_00020 GPBFOOIK_00025 GPBFOOIK_00026 Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_Il (GPBFOOIK_00027)

IMGPR _plasmid_3300014808_000093 15075:23595(+)

RM_Type_lIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (GNMNBNAG_00032)
Retron_VI_HTH (GNMNBNAG_00033)
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IMGPR _plasmid_3300014794_000078 16053:28276(+)
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IMGPR_plasmid_3300014744_000039 13682:23919(+)
BHCLKOID_00027 BHCLKOID_00028 BHCLKOID_00029

IMGPR_plasmid_3300003155_.000100 14465:21893(+)
JOBALIPP_00006 JOBALIPP_00001

IMGPR plasmid 3300023505 000159 97:3775()
KHFGMABO_00017

IMGPR _plasmid_3300014521_000057 9422:13078(+)
ACNIMLBG_00021

IMGPR_plasmid_3300035428_000142 12631:16841(+)
HLFDKOOK_00001

IMGPR _plasmid_3300029113_000129 386:4070(-)

GAPS1_GAPS1 (NICILODM_00002)
3 1
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IMGPR_plasmid_3300029249_000161 134:10055(-)
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IMGPR _plasmid_2913970877_000012 38:11592(-)

AIOLFCNF_00028

IMGPR _plasmid_3300029847_000247 15753:19631(+)
CECDEJJF_00001

IMGPR_plasmid_3300029580_000185 63:3941(-)
GHJEDHHD_00026

!

IMGPR_plasmid_3300029730_000175 15751:19946(+)
MLNOEGHP_00004 MLNOEGHP_00001

IMGPR_plasmid_3300029704_000112 186:4026(-)

JCFIBJJN_00004
JCFIBJJN_00001

!%

IMGPR_plasmid_3300029395_000121 656:4589(-)
NDONIFCO_00003 NDONIFCO_00002 NDONIFCO_00001

IMGPR_plasmid_3300029521_000177 297:8062(-)
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