TEM family class A beta-lactamase (NFO00531.2) (OAAKHPED_00023)
Transposon Tn3 resolvase (OAAKHPED_00022)
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TEM family class A beta-lactamase (NFO00531.2) (NHBCIHNN_00036)

Transposon Tn3 resolvase (NHBCIHNN_00035)
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quaternary ammonium compound efflux SMR transporter Qack (NF000276.2) (HCLCCHII_00092)
trimethoprim-resistant dihydrofﬁate reductase DfrA (NFO00330.1) (HCLCCHII_00090)
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IMGPR _plasmid_2522572165_000001 72558:83824(-)
Tyrosine recombinase XerC (LDLCPGFH_00052) 51 50 49 48 47 46

IMGPR _plasmid_2706794700_000001 41363:55237(-)
Tyrosine recombinase XerC (JADAEHPI_00003) 2 1 102 101
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Tyrosine recombinase XerC (FHIFFENG_00085) 84 83 82 81 80 79
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IMGPR_plasmid_2541047695_.000001 65625:80022(-)
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Tyrosine recombinase XerC (EMBOPDDK_00027)
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IMGPR_plasmid_2700989361 000002 69951:79671(-)
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