APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (HBNHEIFO_00070)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (HBNHEIFO_00065)
aminoglycoside O- phosphotransfet%’?APH( 3")-1b (NFO32895.1) (HBNHEIFO_00066)
TEM family class A beta Iactamase (NF000531.2) (HBNHEIFO_00067)
Transposon Tn3 resolvase (HBNHEIFO 00068)!
Thermonuclease nuc (VF0993) (HBNHEIFO_00058) Tn3 famlly transposase Tn2 (HBNHEIFO_00069)

759 60 61 62 63 64 [ | 71 72 73 7475 76 77
H—H O

WGPR,p\asm'\d_3300029085_000005 55682:77631(+)

APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (MFHIDGPA_00013)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (MFHIDGPA. | 00018)
aminoglycoside O- phosphotransferase APH( ")-1b (NFO32895.1) (MFHIDGPA _ Ob017)
TEM family class A beta Iactamase (NF000531.2) (MFHIDGPA_00016)
Transposon Tn3 resolvase (MFHIDGPA_00015)
Tn3 family tra t‘ransposase Tn2 (MFHID ‘ PA_00014)
12 11

19

DH— {0

WGPR?p\asm'\d725410478737000004 3046:25013(-)

APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (OJEALAJD_00081)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (OJ EALAJD_00076)
aminoglycoside O-phosphotransferase APH(3")-Ib (NF032895.1) (OJEALAJD_00077)
TEM family class A beta-lactamase (NFO00531.2) (OJEALAJD_00078)
‘ Tn3 fami famlly transposase Tn2 (OJEALAJD_00080)
75Transposon Tn3 resolvase (OJEALAJD_00079) \ 82 83

DH—HH0 T DO D@ -

WGPR?p\asm'\d726711802987000003 62177:83198(+)

APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (BOOOKPMC_00091)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (BOOOKPMC_00096)
aminoglycoside O-phosphotransferase APH(3")-Ib (NF032895.1) (BOOOKPMC_00095)
TEM family class A beta-lactamase (NFO00531.2) (BOOOKPMC_00094)
Transposon Tn3 resolvase (BOOOKPMC,OOO%)L>
Tn3 family transposase Tn2 (BOOOK‘ MC_00092)
90 89

v |

DHO—0

mGPR,p\asmid,2541047960,000002 1:1596(-), 72858:93269(-)

APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (CNEKEFPE_00010)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (CNEKEFPE_00005)
aminoglycoside O-phosphotransferase APH(3")-1b (NFO32895.1) (CNEKEFPE_00006)
TEM family class A beta-lactamase (NFO00531.2) (CNEKEFPE_00007)
Tn3 family transposase Tn2 (CNEKEFPE_00009)
4 Transposon Tn3 resolvase (CNEKEFPE_00008) | 11 12

EH—0 D E-CHE TS O@- GG H-E—

WG PR_plasmid_2541047948_000001 90408:20415(+)

APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (MABDLIMG_00072)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (MABDLIMG_00070)
aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (MABDLIMG_00071)

6 | [ | 73 74
DH—H r

mGPpr\asmid727782609987000002 59101:74104(+)

APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (HCLCCHII_00020)
sulfonamide-resistant dihydropteroate synthase Sul2 (l‘\lF000295‘1) (HCLCCHII_00022)
aminoglycoside O-phosphotransferase APH(3")-1b (NFO32895.1) (HCLCCHII_00021)

23 | T | 19 18
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WGPR?p\asmid725633668607000002 12291:26619(-)

APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (FOCIKBJF_00024)
sulfonamide-resistant dihydropteroate synthase SuIQTNT000295.1) (FOCIKBJF_00026)
aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (FOCIKBJF_00025)
27 | T | 2322

DH—H0ET v g I, O OO G A e

mGPRJ;)\asmid727067946657000002 10828:27594(-)

APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (BLAEDBGI_00014)
sulfonamide-resistant dihydropteroate synthase Sul2 (l‘\lF000295‘1) (BLAEDBGI_00016)
aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (BLAEDBGI_00015)
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DH—0T

mGPRip\asm'\d_2563366946_000002 3916:20694(-)

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (EMBOPDDK_00092)
APH(6)-1 family aminoglycoside O—pho?Ehotransferase (NFO12171.0) (EMBOPDDK_00094)
sulfonamide-resistant dihydropteroate synthase Sul2' (NF000295.1) (EMBOPDDK_00090)
aminoglycoside O- phosphotransferase APH( ") Ib(NF032895 1) (EMBOPDDK_00091)
Aminoglycoside 3'- -phosphotransferase (EMBOPDDK_00093)
g9 | [ | T | 959

DAHO— 0T

WG PR_plasmid_2695420624_000001 70751:87824(+)

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (GABGJNIN_00015)
APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (GABGJNIN_00013)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF0D0295.1) (GABGJNIN_00017)
aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (GABGININ_00016)
Aminoglycoside 3'-phosphotransferase (GABGJNIN_00014)
18 | | [T [ 121

DH— 0T

WGPR?p\asm'\d733000289767000002 3027:20607(-)

GILHKICF_00061
GILHKICF_00060
T | GILHKICF_00062

E)—— D) & D

WGPR?p\asm'\d726094598507000002 49971:63532(+)

BAAAHEEB_00012
BAAAHEEB 00013
T | BAAAHEEB_ 00011

E)— DT OH-GEEEEEEEID-E—D

WGPR,p\asmid,33000393277000002 2739:15892(-)
EDPGHAEH_00022

EDPGHAEH_00023
T | EDPGHAEH_ 00021  EDPGHAEH_00016
DH— DH-EGEETTADAEHD

WGPRip\asmid_2695420382_000001 9947:23099(-)

KKHLEJCO_00037
KKHLEJCO 00038
| | KKHLEJCO_00036

DH——0ET & D

mGPpr\asmid728973468707000001 23030:36617(-)

IAOLAEEC_00076
IAOLAEEC 00075
T | IAOLAEEC_ 00077

DH— 0T D& -

WGPR,D\asmid726934295087000002 62038:74776(+)

FHIFFENG_00019
FHIFFENG_00020 | FHIFFENG_00018

DH—0T D(E&EEEEEEEIH-E—H

mGPRip\asmid725410476957000001 9375:22498(-)

IPNHFNGK_00027
IPNHFNGK_00026
‘JIPNHFNGK 00025
IPNHFNGK 00028

DHh———0T DK D

WGPR?p\asm'\d725261646517000001 13181:26755(-)

1S5 family transposase ISKpn26 (DNKGBOGP_00078)
DNKGBOGP_06077
DNKGBOGP_ 00076 DNKGBOGP_00079

O)— D -EEGEEEEETTT A

WGPR?p\asmid733000291867000007 63803:78171(+)

GHJCAMOM_00031
GHJCAMOM_00036 GHJCAMOM 00032 | GHJCAMOM 00030  GHJCAMOM_00026

7 I -G H—

WGPR?p\asmid726985366467000003 18374:33156(-)

PPLGINLA 00060
PPLGINLA 00059 | PPLGINLA 00061

D0 DH-G@ETE—a- D@

WGPR,D\asmid727117680017000002 50100:63700(+)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (FGCGOEFJ_00080)
Phosphoglucosamine‘ mu_trase (FGCGOEFJ_00081)
82 83

DAH——0 D)@K -

WGPR,p\asm'\d726602380787000003 64790:81403(+)

sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (KBFANPNA_00015)
Phosphoglucosamine mutase (KBFANPNA_00014)
1 12

DH—H0 >D—DD<K]< D

mGPpr\asm'\d726675278067000002 3874:20478(-)

sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (IGNPAKGB_00015)
Phosphoglucosamﬁutase (IGNPAKGB_00014)
1S91 family transposase ISVsa3 (IGNPAKGB_00013)
16 | | 1211

0% o N D—H-CD-@ETTEH-E—D

mGPpr\asmid7258258098 1.000002 3236:18826(-)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (BBAPPMFG_00057)
BBAPPMFG_00056 BBAPPMFG_00059
‘[ BBAPPMFG_00058

DH—HHT T D1 —-@@EEdH-E—H

WGPR,p\asmid72778261355,000004 48012:63518(+)

sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (IODBCDJA_00021)
amlntTgI'y?omde O-phosphotransferase APH(3")-1b (NF032895.1) (IODBCDJA_00015)
Phosphoglucosamme mutase (IODBCDJA_00020)
156 family transposase 156100 (IODBCDJA_00016)
‘ Prophage integrase IntS (IODBCDJA_00014)

22 19 1817 | | [ 13 8
WGPR,p\asmid,2541047769,000001 3890:24393(-)
FNKIDPFL_00084 FNKIDPFL_00091
LﬁNKIDPFL_OOOBS FNKIDPFL_00090
FNKIDPFL_00083 T | FNKIDPFL_ 00092

IMGPR_plasmid_2563366914_000001 75460:88497(+)

DKMPBOFD_00099
DKMPBOFD_00098
'] | DKMPBOFD_00100

IMGPR_plasmid_2541047777_.000002 81126:93317(+)

DAHGEAHL_00050
DAHGEAHL_00049
| | DAHGEAHL_00051

IMGPR_plasmid_2563366944_000002 38703:51723(+)

APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (NDPBMAEO_00093)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (NDPBMAEO _00098)
aminoglycoside O-phosphotransferasé APH(3")-Ib (NFO32895.1) (NDPBMAEO_00097)
TEM family class A beta Iactamase (NF000531.2) (NDPBMAEO_00096)
Transposon Tn3 resolvase (NDPBMAEQ _ 00095)‘
Tn3 famlly transposase Tn2 (NDPBMAEO_00094) ISNCY family transposase ISRor2 (NDPBMAEO_00084)
| | 92 91 88 85

6 21 9,9‘

\MGPﬁp\asmid72522572164_000001 1:3526(-), 71635:91369(-)

sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (AGJFNLBB_00071)
“NADPH-dependent FMN reductase ArsH (AGJFNLBB_00077)
Arsenical-resistance protein Acr3 (AGJFNLBB_00079)
Arsenate reductase (AGJENLBB_OOO78) Regulatory protein RepA (AGJFNLBB_00088)

Phosphoglucosamine mutase (AGJFNLBB_00072) 81 Prophage integrase IntA (AGJFNLBB_00090)
70 | T 73 747576 gojg2 83 8485 86 87 | 89 91

mGPR,p\asm'\d72778261154,000003 59906:88924(+)
OCGCDHJM_00040

ED)—{DEETTTD— D

\MGPEp\asm'\d,2é90315701,000001 31616:44897(+)
ODIOJKIH_00056

O W P WD I a HA———-

\MGPEp\asmid727408922727OOOOO1 46155:60198(+)

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (KFDHDPCH_00086)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (KFDHDPCH_00084)
aminoglycoside O-phosphotransferase APH(3")-1b (NFO32895.1) (KFDHDPCH_00085)
83 | T | Aminoglycoside 3'-phosphotransferase (KFDHDPCH_00087)
D0

WGPR?p\asmid726094598787000003 69667:78969(+)

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (NJGAHFCE_00002)
sulfonamide-resistant dihydropteroate synthase SUK(N F000295.1) (NJGAHFCE_00004)
aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (NJGAHFCE_00003)
5 T \ Aminoglycoside 3'-phosphotransferase (NJGAHFCE_00001)
OAH——

mGPRJ;)\asm‘\d727344825707000003 446:10432(-)

OIJCFIFI_00001
OIJCFIFI_00002

OAH—0T el

WGPRip\asmid_2687453585_000001 88:7707(-)

1S21 family transposase 1SSso4 (BJBMOMJD_00076)
1521 family transposase ISPpu7 (BJBMOMJD_00075)
BJBMOMJD_00074 | BJBMOMJD_00077

D&

IMGPR_plasmid_2700989234_ 000002 62622:74658(+)
GHJAAFEN_00072

IMGPR_plasmid_2734482556_000001 62046:70581(+)

1S21 family transposase 1SSso4 (GGAIMEKJ_00084)
1521 family transposase ISPpu7 (GGAIMEKJ_00083)
GGAIMEKJ_00082
GGAIMEKJ_00080 T | _GGAIMEKJ_00085

B-)— D a

WGPR?p\asm'\d726637634567000002 67108:81808(+)
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